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Summary 
 

This study aims at molecular identification of Salmonella Infantis isolated from backyard chickens and the detection of their 
antibiotic resistance genes. A total of 46 Salmonella-suspected samples isolated from backyard chickens of northern Iran were 
collected. Serotyping was done by the traditional method and then confirmed by PCR. Antimicrobial susceptibility of the isolates 
against 13 antimicrobial agents was determined by the standard disk diffusion method. There were 44 samples identified as 
Salmonella. Serotyping results showed that all 44 isolates belonged to serogroup C1 and serovar Infantis. The most resistance 
observed was to tetracycline and doxycycline (100%), chloramphenicol (79%) and florfenicol (72%). The floR, catI, tetA and tetG 
genes were used for the detection of florfenicol chloramphenicol and tetracycline resistance. In order to identify the phenotypic 
resistance in strains which showed resistance genes by PCR, colony PCR and culture on plates each containing antibiotic was 
performed simultaneously. All the Salmonella Infantis resistant to florfenicol and chloramphenicol harbored floR and catI. None of 
the Salmonella resistant to tetracycline carried tetA or tetG. The result of colony PCR and culture in antibiotic medium confirmed the 
results of PCR and indicated phenotypic resistance in these samples. 
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Introduction 
 

Salmonella which can be isolated from numerous 
animal species is a Gram-negative rod-shaped bacterium 
in the family of Entrobacteriacea. The intestinal tract is 
the primary reservoir of these zoonotic bacteria where 
colonisation is favoured by intensive animal production. 
Poultry products are frequent vehicles in the transmission 
of Salmonella dominating other foods of animal origin as 
a potential source of infection (Antunes et al., 2003; 
Shahada et al., 2006). In addition to its zoonotic 
importance, the economic loss in poultry industry is also 
significant (Zahraei Salehi et al., 2005a; Nogrady et al., 
2007). Infected animals are a threat to others and should 
be identified and separated so as to prevent the disease 
from spreading. Therefore, rapid identification of this 
pathogen has to be performed (Zahraei Salehi et al., 
2005a). The identification of Salmonella serovars by 
slide and tube agglutination tests using O and H antigen-
specific anti-sera is both hard and time-consuming 
(Akiba et al., 2011). Molecular methods because of their 
specificity, rapidity and simplicity compared with 
traditional serotyping prove strong for this detection. 

Salmonella Infantis is a host-unspecific serovar that 
can infect human and numerous animal species. 
Salmonellosis by this serovar in human mainly affects 

children but adults also suffer from it. The major 
symptom of the disease is septicaemia and the significant 
feature of this germ is its persistence in hospitals over a 
long period of time (Ranjbar et al., 2012). 

In recent years, the incidence of resistance to 
antimicrobial agents among pathogens has been steadily 
rising in food as well as in clinical isolates (Van Hoeka 
et al., 2005). Food-producing animals are administered 
antibiotics for therapeutic, prophylactic, and production 
purposes to promote animal health, welfare, their growth 
rate and feed conversion (Schwarz and Chaslus-Dancla, 
2001). This widespread use of antimicrobial agents in 
food animal production has contributed to the occurrence 
of resistant bacteria in animals, including principle 
zoonotic pathogens such as Salmonella (Shahada et al., 
2006). Since these pathogens are difficult to treat, 
antibiotic resistance associated with food-borne diseases 
has become a major public health issue (Van Hoeka et 
al., 2005). 

The occurrence of antibiotic resistance genes is 
increasing in Salmonella Infantis the same as other 
serovars. There are reports of drug resistance in 
Salmonella Infantis isolates of poultry origin in many 
countries such as Turkey, Hungary and Japan (Shahada 
et al., 2006; Nogrady et al., 2007; Abbasoglu and 
Akcelik, 2011) but there is little knowledge about this in 
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poultry of Iran. 
Considering the importance of Salmonella Infantis in 

backyard chickens and its potential to be transmitted to 
human via food chain, we tried to identify Salmonella 
Infantis from chicken samples by traditional serotyping 
and PCR. Besides, the antimicrobial susceptibility test 
and antibiotic resistance genes detection were carried 
out. 
 
Materials and Methods 
 
Sample collection and serotyping 

46 Salmonella-suspected samples isolated from 
backyard chickens in the north of Iran, Mazandaran 
province, were collected. They were cultured in 
McConkey and Salmonella Shigella agar (Merck, 
Germany). The suspected colonies on these two media 
were cultured in Chrom agar (Merck, Germany) and then 
were identified by Urea and TSI medium (Merck, 
Germany). 

For serotyping, the Salmonella isolates were first 
cultured on to TSI slant medium and grown overnight at 
37°C, and then were tested using antisera O (B, D, C1 to 
C4) and H (Difco, USA) based on slide and tube 
agglutination tests to determine O and H antigens, 
respectively (Waltman et al., 1998). 
 
DNA extraction 

A single colony of each isolate on LB agar (Merck, 
Germany) plate was picked up and suspended in 250 µL 
of distilled water. After vortexing, the suspension was 
boiled for 10 min and 100 µL of the supernatant was 
collected after centrifuging at 6000 × g for 7 min. 
 
PCR amplification of fljB gene for the identifica-
tion of Salmonella Infantis 

Molecular identification of Salmonella Infantis was 
performed as described previously (Kardos et al., 2007). 
In this study, two primer pairs were used to detect the 
fljB gene in Salmonella Infantis (Table 1). The reaction 
was carried out in a volume of 25 µL which contained 8 
mM MgCl2 (Sinaclon, Iran), 200 µM dNTPs (Sinaclon, 
Iran), 0.2 µM each primer (Sinaclon, Iran), 10 X PCR 
buffer (Sinaclon, Iran) and 1 U Taq DNA polymerase 
(Sinaclon, Iran). The amplification program was done by 

thermocycler (Techne TC-512, UK) as follows: 95°C 
initial denaturation for 6 min, 35 cycles of 95°C for 1 
min, 58°C for 15 s, 72°C for 1 min and a final 
amplification at 72°C for 4 min. The amplified products 
were electrophoresed on a 1.2% agarose gel (Sinaclon, 
Iran) stained with ethidium bromide (Sinaclon, Iran) and 
visualized under ultraviolet light. 
 
Antibiotic susceptibility testing 

Antibiotic susceptibility of the isolates was 
determined by the disc diffusion method (Kirby-Bauer, 
1996) on Mueller-Hinton agar using antibiotic discs 
(MAST, UK). The following antimicrobial agents were 
tested: 20 μg ampicillin (AMP), 30 µgcefazolin (CEF), 
30 µgcefotaxime (CTX), 5 µgcefixime (CFM), 30 
µgceftraxion (CRO), 5 µgenrofloxacin (ENF), 25 µg 
difloxacin (DIF), 30 μg chloramphenicol (CHL), 30 
µgflorfenicol (FFC), 30 μg tetracycline (TE), 30 
µgdoxycycline (DXT), 10 μg gentamicin (G), and 25 
μgtrimethoperim-sulfamethoxazol (SXT). The inhibition 
zones were measured and scored as sensitive, 
intermediate susceptibility or resistant according to the 
CLSI recommendations. Escherichia coli ATCC 25922 
was used as a reference strain for antibiotic disc control. 
 
Detection of resistance genes 

Antimicrobial resistance genes were characterized by 
polymerase chain reaction. PCR amplification of tetA, 
tetG and floR genes was performed as described 
previously (Randall et al., 2004; Abbasoglu and Akcelik, 
2011). 

For the detection of cat gene, primer sequences were 
based on the sequence in GeneBank (accession No. 
LK056646.1). Each 25 μL of reaction mixture contained 
10 X PCR buffer, 2 mM MgCl2, 0.5 μL of 10 
mMdNTPs, 0.4 μM of each of the primer, 1 U of Taq 
DNA polymerase and 1 μL of DNA template. The PCR 
amplification involved 30 cycles of denaturation at 95°C 
for 1 min, annealing at 58°C for 1 min, and elongation at 
72°C for 1 min in a thermocycler (Techne TC 512, UK). 

For the identification of phenotypic resistance in 
strains which showed resistance genes by PCR, colony 
PCR and culture on plates, each containing antibiotic, 
was performed simultaneously. PCR from colony and 
plating bacteria from the same colony on LB agar plates

 
Table 1: Primers used in this study 

Primers Target gene Primer sequence (5  ́to 3´) Amplification product (bp) 
558f 
1275r 

fljB AACAACGACAGCTTATGCCG 
CCACCTGCGCCAACGCT 
 

727 

878f 
1275r 

fljB TTGCTTCAGCAGATGCTAAG 
CCACCTGCGCCAACGCT 
 

413 

tetA tetA GCTACATCCTGCTTGCCT 
CATAGATCGCCGTGAAGA 
 

210 

tetG tetG CCGGTCTTATGGGTGCTCTA 
CCAGAAGAACGAAGCCAGTC 
 

603 

floR floR AACCCGCCCTCTGGATCAAGTCAA 
CAAATCACGGGCCACGCTGTATC 
 

548 

cat1 Cat1 CCTATAACCAGACCGTTCAG 
TGAAACTCACCCAGGGATTG 

370 
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containing chloramphenicol (20 µg/ml) (Sigma, Aldrich, 
USA) and florfenicol (30 µg/ml) (SERVA, Heidelberg) 
was performed. The concentration of each antibiotic in 
culture medium was considered according to CLSI 
standards (2011). 
 
Results 
 
 Forty-four samples were confirmed as Salmonella 
based on the cultural and biochemical methods. The 
results of serotyping with O and H antisera demonstrated 
that all the samples belonged to serogroup C1 and 
serovar Infantis with the antigenic formula of 6,7: r: 1,5. 
 Both assays which targeted fljB gene of Salmonella 
Infantis illustrated products of the expected size in all 44 
S. Infantis isolates (Fig. 1). 
 

 
 

Fig. 1: Results of PCR assays used to identify S. Infantis with 
the primer pairs 558f-1275r (A) and 878f-1275r (B). M: 250 bp 
ladder. Lane 1: S. Paratyphi C as negative control, Lane 2: 
Positive control, Lanes 3-4: Positive detection, Lane 5: Positive 
control, Lanes 6-7: Positive detection, and Lane 8: S. Paratyphi 
C as negative control 
 
 The most observed resistance resistance was to 
tetracycline (100%), doxycycline (100%), 
chloramphenicol (79%) and florfenicol (72%) 
respectively. All the isolates were sensitive to other 
antibiotics with two exceptions. Of those two exceptions, 
one was resistant to gentamicin and both of them were 
resistant to enrofloxacin. 
 All the S. Infantis isolates resistant to florfenicol 
contained floR gene (Fig. 2) and the chloramphenicol-
resistant isolates showed resistance gene cat1 with the 
expected bands (Fig. 3). 
 None of the tetracycline and doxycycline-resistant 
strains carried tetA or tetG gene. 
 For the detection of phenotypic resistance, PCR and 
culture in antibiotic medium was performed at the same 
time. Their outcome confirmed the PCR results and 
demonstrated phenotypic resistance in these samples. 
 
Discussion 
 
 Salmonella   enterica  is  one  of  the  most  important 

 
 

Fig. 2: Results of PCR assays for identification of floR gene. 
M: 100 bp ladder. Lane 1: Positive control, Lanes 2-5: Positive 
detection, and Lane 6: Negative control 
 

 
 

Fig. 3: Results of PCR assays for identification of cat1 gene. 
M: 100 bp ladder. Lane 1: Negative control, Lane 2: Positive 
control, and Lanes 3-4: Positive detection 
 
food-borne pathogens throughout the world (Nogrady et 
al., 2008). The prevalence of each serovar of Salmonella 
in human and animal is changing and one may replace 
another at any time (Zahraei Salehi, 1999). In this 
research, all the Salmonella isolates belonged to serovar 
Infantis. Previous studies showed that the most pre-
dominant serogroups isolated from poultry in Iran were 
of D and B and the main serovars were Enteritidis and 
Typhimurium (Zahraei Salehi et al., 2005a; Jaffari et al., 
2007; Emaddi Chashni et al., 2009; Mirzaei et al., 2010). 
However, the present investigation indicates a higher 
prevalence of serogroup C1 and serovar Infantis. In 
European countries, the prevalence of S. Enteritidis and 
S. Typhimurium has decreased due to their vaccination 
programs but the serovar Infantis is still increasing and is 
a major problem in some countries such as Hungary 
(Miller et al., 2010). 
 The survey of Salmonella Infantis in hospitals of Iran 
indicates an increase in the prevalence of this serovar. 
Naghoni et al. (2010) and Ranjbar et al. (2011) found the 
serovar Infantis as the second most prevalent in the 
human cases of salmonellosis. In the survey conducted in 
the years 2007-2010, 19% of the isolates were S. Infantis 
(Ranjbar et al., 2012). Since the late 1970s, the incidence 
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of the human cases of serovar Infantis has been 
increasingly recorded worldwide in countries like 
Argentina, Australia, Brazil, The Netherlands, Finland, 
Canada, Hungary, Japan, New Zealand and Russia 
(Miller et al., 2010). In recent years, the rate of 
Salmonella infections with this serovar among poultry 
has been increasing in some countries such as Hungary 
and Japan and is the main cause of salmonellosis in their 
poultry (Kardos et al., 2010; Miller et al., 2010). The 
reason for such a significant increase in humans is that 
this pathogen is food-borne and can be transmitted 
through poultry products. 
 Little is known about the presence of this serovar in 
the poultry of Iran and we have screened the backyard 
chickens for its the occurrence. Also, molecular methods 
have been used for rapid identification of Salmonella 
Infantis for the reasons mentioned above. The results of 
PCR confirmed the serotyping and all the Salmonella 
isolates were recognized as Salmonella Infantis. 
 Our study depicts a high percentage of antibiotic 
resistance in Salmonella Infantis isolated from poultry 
showing extensive usage of antibiotic in them while 
backyard flocks are not treated with antibiotics like the 
industrial poultry. Such a high percentage of antibiotic 
resistance observed in this research could be due to the 
transmission of resistant bacteria from industrial poultry 
by different vehicles such as human, free flying birds and 
poultry products (Emaddi Chashni et al., 2009). 
 One the common resistance observed in S. Infantis 
was to tetracycline and doxycycline. Tetracycline has 
been one of the most commonly used antibiotics for the 
production of animals. As a result, the very frequent 
occurrence of resistance among almost all bacterial 
species is probably a consequence of this (Gebreyes and 
Altier, 2002). The incidence of tetracycline resistance 
has been described recently by other authors in 
Salmonella isolates of poultry origin in Iran (Zahraei 
Salehi et al., 2005b; Jafari et al., 2007; Mirzaei et al., 
2010; Morshed et al., 2010). 
 The resistance to tetracycline is associated with tet 
genes. Six classes of genes including tetA, B, C, D, E, 
and G were identified responsible for resistance to 
tetracyclines. We have selected tetA and tetG genes for 
the identification of resistance to tetracycline. The 
isolates carried neither tetA nor tetG. These isolates may 
carry other tet genes that have not been studied here. 
TetA was the most common gene detected in poultry 
responsible for resistance to this antibiotic (Shahada et 
al., 2006; Nogrady et al., 2007; Abbasoglu and Akcelik, 
2011). Salmonella Infantis isolated from human cases in 
Iran carried both tetA and tetB genes (Tajbakhsh et al., 
2012). The study of antibiotic resistance genes in Brazil 
showed the presence of tetD gene in Salmonella Infantis 
isolated from human cases (Fonseca et al., 2006). The 
tetG gene was mostly detected in Salmonella 
Typhimurium in previous studies (Walker et al., 2001; 
Randall et al., 2004). 
 Resistance to chloramphenicol and florfenicol as 
antibiotics of the same family was seen in more than 
70% of the isolates. Chloramphenicol used to be applied 

for the treatment of salmonellosis in animals but due to 
becoming resistant to this antibiotic, florfenicol was 
introduced. However, the resistance to this antibiotic 
soon appeared (Nogrady et al., 2005). In the previous 
studies, there was antibiotic resistance to these two 
antibiotics in poultry Salmonella isolates (Zahraei Salehi 
et al., 2005b; Emaddi Chashni et al., 2009; Morshed and 
Peighambari, 2010) but it seems these days this 
resistance is on the increase. The florfenicol resistant 
strains can show cross resistance to chloramphenicol 
(Nogrady et al., 2005). 
 Cat1 gene encoding chloramphenicol acetyl 
transferase was detected in all the chloramphenicol 
resistant isolates and the florfenicol resistant strains 
harbored floR gene. In other studies on Salmonella 
Infantis, cat1 gene was predominately observed in 
chloramphenicol resistant isolates (Fonseca et al., 2006; 
Dionisi et al., 2011). The floR gene was also identified in 
numerous Salmonella serovars such as S. Infantis, S. 
Typhimurium (Bolton et al., 1999), S. Agona (Cloeckaert 
et al., 2000), S. Paratyphi B (Meunier et al., 2002), S. 
Albany (Doublet et al., 2003) and many other serovars 
(Randall et al., 2004). 
 In conclusion, this study shows the high incidence of 
antibiotic resistance in Salmonella Infantis isolated from 
backyard chickens. In order to prevent antimicrobial 
resistance, antibiotic administration in animals has to be 
closely supervised. However, this is a short report about 
the occurrence of drug resistant Salmonella Infantis and 
there should be more studies concerning the prevalence 
of this pathogen in both poultry and humans. 
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  هياسترپتوکوکوس آگالاکت  زا،ي الا ،ي ورم پستان گاو:يديي کلها واژه
  
  
  

  فومتريک بيضه موش صحرايي بالغرتغييرات هيستولوژيک و هيستومو     :        مقاله كامل
  (MTBE)به دنبال تجويز دهاني متيل ترشياري بوتيل اتر 

  

  ۳ و ليلا خليلي۲، مريم انصاري لاري۱صغري غلامي
  
 ؛ مواد غذايي، دانشكده دامپزشكي دانشگاه شيراز، شيراز، ايـران  كيفيتگروه بهداشت و كنترل۲ ؛، دانشكده دامپزشكي دانشگاه شيراز، شيراز، ايران   گروه علوم پايه  ۱
  دانشكده دامپزشكي دانشگاه شيراز، شيراز، ايران گروه علوم پايه،دانشجوي دكتراي تخصصي بافت شناسي، ۳
  

  )۱۳۹۳ اسفند ۱۹:  پذيرش نهايي،۱۳۹۳مهر  ۱۰: دريافت مقاله(
  

به منظور کاهش مونوکسيد کربن و ازن هواي شهرها و نيز بالا برنده عدد اکتان بنزين مورد استفاده قـرار   (MTBE) متيل ترشياري بوتيل اتر    
در اين مطالعه اثـرات تجـويز   .  است انجام نگرفتهMTBE به دنبال مواجهه با اي بر روي تغييرات هيستومورفومتريک بيضه  تاکنون مطالعه . گيرد  مي

 موش صحرايي نر بالغ، بـه طـور   ٢٥. هاي صحرايي بالغ بررسي شد  موش بر روي تغييرات هيستولوژيک و هيستومورفومتريک بيضه     MTBE دهاني
 روز متـوالي  ٣٠مـدت   کـه بـه   ١٦٠٠ mg/kg/day و ٨٠٠، ٤٠٠کنترل، روغن بادام و سه گروه تيمار    : تصادفي به پنج گروه مساوي تقسيم شدند      

داري در وزن کلـي و وزن   نتـايج هيـستومورفومتريک اخـتلاف معنـي    . محلول در روغن بادام به روش گاواژ دريافت کردند    به صورت    MTBE ماده
 مطالعـه نـشان   هاي مـورد  هاي سرتولي در بين گروه حجمي بيضه، ضخامت بافت همبند، ارتفاع اپيتليوم زايا، ضخامت تونيکا آلبوژينه و تعداد سلول        

داري نشان داد  هاي اسپرماتوسيت و اسپرماتيد کاهش معني هاي ليديک، تعداد سلول  افزايش و تعداد سلول،ساز هاي مني قطر لوله. (P>0.05)نداد 
(P<0.05) .  نتايج بيانگر اثرات مضر MTBEشـده در  تغييـرات مـشاهده  ايـن کـه   . هاي اسپرماتوژنيک در موش صحرايي بـالغ بـود    بر روي سلول 

 بايستي در در اين امر دخالت دارند يهاي ديگر و يا مکانيسماست بيضوي - سد خونيپس از عبور از MTBE  حاضر به دليل اثرات مستقيم  مطالعه
  .مطالعات آينده بيشتر مورد بررسي قرار گيرد

  
  ، موش صحرايي، بيضهMTBEهيستومورفومتريک،  :هاي كليدي واژه

  
  
  
  

  ي بومشده از طيور  اينفنتيس جداسالمونلا مولکولي شناسايي              :       مقاله كامل
  اي پليمراز واكنش زنجيرهها به روش  هاي مقاومت آنتي بيوتيکي آن و تعيين ژن

  

  ،۴ تماي، ايرج اشرافي۳، وحيد کريمي۲، بهار نيري فسايي۱عارفه قدوسي
  ۲ و تقي زهرايي صالحي۵زهرا مولانا

  
گروه ميکروبيولوژي، دانـشکده دامپزشـکي   ۲؛  گروه ميکروبيولوژي، دانشکده دامپزشکي دانشگاه تهران، تهران، ايران       تخصصي باكتري شناسي،    دانشجوي دكتراي   ۱

روه گ ـدانـشجوي دكتـراي تخصـصي بـاكتري شناسـي،      ۴ گروه علوم درمانگاهي، دانشکده دامپزشکي دانشگاه تهران، تهران، ايـران؛       ۳دانشگاه تهران، تهران، ايران؛     
گروه علوم آزمايشگاه و بهداشت محيط، دانشکده پيراپزشـکي دانـشگاه علـوم پزشـکي و     ۵  بوعلي سينا، همدان، ايران؛    ميکروبيولوژي، دانشکده دامپزشکي دانشگاه   

  خدمات درماني بابل، بابل، ايران
  

  )۱۳۹۴ ارديبهشت ۲۱: ، پذيرش نهايي۱۳۹۳مهر  ۱۶: دريافت مقاله(
  

هـا بـه روش    هـاي مقاومـت آنتـي بيـوتيکي آن     و تعيين ژن يبوم اينفنتيس جدا شده از طيور      سالمونلا مولکولي   شناساييهدف از اين مطالعه        
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.  که از طيور بومي استان مازندران جدا گرديده بود، مورد مطالعـه قـرار گرفـت   سالمونلانمونه  ٤٦در اين مطالعه . باشد  مياي پليمراز     واكنش زنجيره 
واكـنش   هاي سـروتايپ شـده بـا روش   سالمونلاسپس سرووار . صورت گرفت H و O هاي ها با استفاده از آنتي سرم     يپينگ نمونه ابتدا آزمايش سروتا  

از . عامـل ضـد ميکروبـي انجـام گرديـد      ١٣ها نسبت به  روش استاندارد ديسک ديفوزيون براي تعيين حساسيت جدايه . تاييد شد  اي پليمراز   زنجيره
 در ايـن  سـالمونلا  جدايـه  ٤٤تمـامي  .  تاييـد شـدند  سالمونلا نمونه به عنوان ٤٤ شده، با استفاده از روش سروتايپينگ آوري  نمونه جمع٤٦مجموع  

، بـه عنـوان سـرووار اينفنتـيس     اي پليمراز واكنش زنجيرهها، با روش  سرووار اين جدايه. و سرووار اينفنتيس تعلق داشتند C1 روش، به گروه سرمي   
هـاي   هـا بـه آنتـي بيوتيـک     نمونـه % ٧٠هاي تتراسايکلين و داکـسي سـايکلين و بـيش از     ها به آنتي بيوتيک مون تمامي نمونهدر اين آز. تاييد شدند 

در ايـن مطالعـه از   . هـاي مقاومـت، انجـام گرديـد     جهت تعيـين ژن  اي پليمراز واكنش زنجيره آزمون. کلرامفنيکل و فلورفنيکل مقاومت نشان دادند  
 جهت تعيين ژن مقاومت به تتراسايکلين tetG و tetAهاي  هاي مقاومت به فلورفنيکل و کلرامفنيکل و از ژن   تعيين ژن  جهت   floR  ،catI هاي  ژن

هاي مقـاوم بـه تتراسـايکلين     هيچکدام از نمونه. بودند cat  وfloRهاي  هاي مقاوم به فلورفنيکل و کلرامفنيکل، داراي ژن تمامي نمونه . استفاده شد 
دار بـه طـور همزمـان انجـام گرديـد و تمـامي        از پرگنه و کشت در محيط آنتي بيوتيک       اي پليمراز   واكنش زنجيره . نبودند tetG يا   tetAداراي ژن   

  .دار قادر به رشد بودند هاي آنتي بيوتيک هاي داراي ژن مقاومت روي محيط نمونه
  

   اينفنتيسسالمونلامقاومت آنتي بيوتيکي، ، ي بوم طيور:هاي كليدي واژه
  
  
  
  
  

  نقش محافظتي گلوتاتيون در محافظت انجمادي مني بز                          :مقاله كوتاه
  

  ،۳محسن شرفي ،۲، آرمين توحيدي۲، ملک شاکري۲، مهدي ژندي۱رضا نوعي رازليقي
  ۵ و مهدي خدايي مطلق۴مجتبي امام وردي

  
گروه ۳گروه علوم دامي، پرديس کشاورزي و منابع طبيعي دانشگاه تهران، کرج، ايران؛ ۲ ران؛ پرديس کشاورزي و منابع طبيعي دانشگاه تهران، کرج، ايآموخته دانش۱

گروه علوم دامـي، پـرديس کـشاورزي و منـابع     دانشجوي دکتراي تخصصي فيزيولوژي دام،    ۴علوم طيور، دانشکده کشاورزي دانشگاه تربيت مدرس، تهران، ايران؛          
  ه علوم دامي، دانشکده کشاورزي دانشگاه اراک، اراک، ايرانگرو۵طبيعي دانشگاه تهران، کرج، ايران؛ 

  
  )۱۳۹۴ ارديبهشت ۲۱: ، پذيرش نهايي۱۳۹۳آبان  ۷: دريافت مقاله(

  
هـاي متفـاوت گلوتـاتيون     در اين آزمايش، غلظـت . هدف از اين مطالعه تعيين اثر سطوح پايين گلوتاتيون بر کيفيت اسپرم بعد از انجماد بز بود      

. به يک رقيق کننده بر پايه لسيتين سويا اضافه شـدند    )  ميلي مول  (LG-2) ۲ و   ۵/۰ (LG-0.5)  ،۱ (LG-1)  ،۵/۱ (LG-1.5)،  (LG-0)صفر  (
هـاي   هر نمونه مخلوط به پنج قسمت مساوي تقسيم و هر قسمت با يکي از رقيق کننـده . لوط شدندخآوري و م  جمعر انزال از چهار بز ن    ۱۶مجموع  

ها  يخ گشايي، جنبايي و سرعت، يکنواختي و عملکرد غشاء پلاسمايي و وضعيت آپوپتوزيس اسپرم   -بعد از فرايند انجماد   . دذکر شده در فوق رقيق ش     
غـشاء  ) ۷۵/۴۶ ± ۷۹/۲(و عملکـرد  ) ۷۵/۵۰ ± ۰۱/۳(و يکنـواختي  ) ۷۵/۵۰ ± ۳۳/۲(نتايج اين آزمايش نشان داد که جنبايي کل . ارزيابي شدند

در رقيق کننده ) ۲۳/۵۳ ± ۲۶/۳(هاي زنده  درصد اسپرم. (P<0.05)ها بالاتر بود   در مقايسه با ساير رقيق کنندهLG-1پلاسمايي در رقيق کننده 
LG-1  ها به استثناء رقيق کننده   در مقايسه با ساير رقيق کنندهLG-1.5 بالاتر بود (P<0.05) .هاي آپوپتوز شده انتهـايي   همچنين، درصد اسپرم

در نتيجه، نتايج نـشان داد کـه رقيـق کننـده     . (P<0.05)تر بود  ها پايين  کننده  در مقايسه با ساير رقيقLG-1ق کننده در رقي) ۳۳/۲۱ ± ۶۳/۱(
LG-1ها شد  منجر به کيفيت بالاتر اسپرم بعد از انجماد بز در مقايسه با ساير رقيق کننده.  

  
   بز نر، انجماد، گلوتاتيون، لسيتين، مني:هاي کليدي واژه
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