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Abdulghani Ameri

1Faculty of Pharmacy, Ahvaz Jundishapur University of Medical Sciences, Ahvaz, L.R. Iran

*Corresponding author: Abdulghani Ameri, Faculty of Pharmacy, Ahvaz Jundishapur University of Medical Sciences, Ahvaz, L.R. Iran. Tel: +98-9166113274, E-mail: kazem1920@hotmail.

com

Received: October 20, 2013; Revised: November 9, 2013; Accepted: November 19, 2013

The paper entitled “Antibiotic Resistance Pattern of
Escherichia coli Groups A, B, B2 and D Isolated from Fro-
zen Foods and Children with Diarrhea in Sanandaj, Iran”
published in International Journal of Enteric Pathogens.
2013.1(1), is a short, simple article that discusses original
research conducted on E. coli strains isolated from 125
samples of frozen food from animal sources, and 466
rectal swabs from children with diarrhea. Certainly, such
periodic surveys conducted on various samples that may
have a major role in the spread of pathogenic bacteria
would shed light on the susceptibility of pathogens and
help in the containment of spread of infections in hospi-
tal environments as well as in the community.

In recent years, the spread and acquisition of antibi-
otic resistance genes between different species of disease
causing bacteria has been on the rise. Among these E. coli
strains of E. coli have gained world wide attention and
their pattern of antibiotic resistance has been a subject of
controversy among specialists of the field. The existence
of four distinct sub-species within E..coli has been estab-
lished; these are designated A, B1, B2 and D (1) that can be
divided into seven subgroups (A, A1, B1,B22,B23, D1and D2),
according to the combination of the three genetic markers
chuA, yjaA and DNA fragment TSpE4.C2 (2). Thus, this study
would have been better if they had determined the other
three subgroups. Therefore, phylo-group determination
canreveal a great deal regarding sub-group membership.

Based on the available databases, it has been found that
E. coli extrapathogenic phylo-group strains are globally
disseminated and drug resistant with a broad range of
human hosts (3, 4). Further studies are needed to char-
acterize their origins, virulence mode of actions, geo-
graphical distribution, clinical associations and modes
of dissemination. The findings of the study conducted
on frozen food samples of animal origin and rectal swabs
from children with diarrhea in the city of Sanandaj by Ka-
lantar et al. are interesting and can be helpful as a refer-
ence for future studies for comparative purposes.
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