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Abstract
Objective: 3,4-methylenedioxymethamphetamine (MDMA) is an illicit, recreational drug 
that causes cellular death and neurotoxicity. This study evaluates the effects of different 
doses of MDMA on the expression of apoptosis–related proteins and genes in the hip-
pocampus of adult rats. 

Materials and Methods: In this expremental study,a total of 20 male Sprague Dawley rats 
(200-250 g ) were treated with MDMA (0, 5, 10, 20 mg/kg i.p. twice daily) for 7 days.  Sev-
en days after the last administration of MDMA, the rats were killed. Bax and Bcl-2 genes 
in addition to protein expressions were detected by western blot and reverse transcription-
polymerase chain reaction (RT-PCR).Results were analyzed using one-way ANOVA and 
p≤0.05 was considered statistically significant.

Results: Our results showed that MDMA caused dose dependent up-regulation of Bax 
and down-regulation of Bcl-2 in the hippocampus. There was a significant alteration in 
bcl-2 and bax genes density.

Conclusion: Changes in apoptosis-related proteins and respective genes relating to Bax 
and Bcl-2 might be involved in the molecular mechanism of MDMA-induced apoptosis. 
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Introduction
Previous experimental studies have shown that 

3,4-methylenedioxymethamphetamine (MDMA)-
induced neurotoxicity is characterized by func-
tional impairment in memory and depression 
(1-3). MDMA causes acute release of 5-hydrox-
ytryptamine (5-HT) from nerve endings (4), 
as well as destruction of 5-HT axons and 5-HT 
transporters (5) involved in the development of 
hyperthermic responses (6), and hyperactivity 

(7). Oxidative stress responses involve MDMA-
induced neurotoxicity that lead to the formation 
of hydroxyl radicals (8), lipid peroxidation (9), 
and an increase in the number of Tunel positive 
cells in the hippocampus (10).  MDMA can in-
crease glial fibrillary acidic protein, an astrocyte 
protein that serves as a marker of injury-induced 
gliosis (11), and leads to cell death in the brain 
(12,13).  Jimenezet al. has shown that MDMA in-
duces cell death through an apoptotic pathway by 
releasing Cytochrome c (Cyt c) and activating the 
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caspase cascade (14). MDMA treatment results in 
the decrease of intracellular Glutathione(GSH) 
and neural death (15). Another study has stated 
that MDMA can induce neural apoptosis and the 
expression of apoptosis-related factors, such as 
caspase 3 and Cyt c in rat brains (16).

The Upreti et al.study has shown that MDMA 
induces activation of c-Jun protein, N-terminal 
protein kinase, and p38 kinase that phosphor-
ylates the anti-apoptotic Bcl-2 protein and pro-
motes apoptosis in MDMA-exposed tissues (17). 
Apoptosis is a gene-regulated phenomenon that 
occurs under both physiological and pathologi-
cal conditions.  This mechanism is regulated by 
several sets of genes, the best characterized of 
which are the Bcl-2 family (18).  The Bcl-2 fam-
ily consists of anti-apoptotic (Bcl-2, Bcl-xL and 
Bcl-w) and proapoptotic (Bax, Bak, Bid and Bad) 
members (19).  The cellular and molecular mech-
anisms involved in MDMA-induced neurotoxic-
ity have not been fully elucidated.  Since MDMA 
causes memory impairment, and because the hip-
pocampus is an important structure that involves 
spatial memory, the main objective of this study 
is to elucidate the effects of different dosages of 
MDMA on the expression patterns of Bcl-2 and 
Bax in the hippocampus of male rats.

Materials and Methods
The expremental  study was carried out in ac-

cordance with a protocol approved by the Ethics 
Committee of Tehran University of Medical Sci-
ences. All experiments were conducted to mini-
mize both the number of animals used and the 
suffering caused by the procedures.

MDMA preparation
MDMA was obtained from the Presidency Drug 

Control Headquarters. Solutions were made in 
sterile saline at a concentration such that each 
group received 1 ml/kg of the drug solution or 
only saline.

Animals
A few studies have determined that there are 

sex differences in the pharmacokinetics follow-
ing administration of MDMA in animals and hu-
mans. Males are more sensitive to acute toxicity 
than females (20, 21). This sensitivity may be 
due to differences in CYP1A2 activity and the 
N-demethylation pathway (22). In this study we 

have used male rats, as they are more sensitive to 
MDMA toxicity.

A total of 20 adult male Sprague Dawley rats of 
weights 200-250 g were obtained from Razi Insti-
tute.  The rats were allowed to acclimatize to the 
colony room for 1 week prior to MDMA adminis-
tration.  Rats were maintained in the colony room 
at a temperature of 21 ± 1°C (50% ± 10% humid-
ity) on a 12 hours light/12 hours dark cycle with 
access to water and food ad libitum.

MDMA administration
The 20 rats were assigned as follows. The con-

trol sham group (n=5) received normal saline (1 
cc/kg, i.p.) twice daily for 1 week. The MDMA 
groups (n=15, 5 per dosage group) received either 
5, 10, or 20 mg/kg MDMA (i.p.) twice daily for 1 
week at 9:00 am and 5:00 pm (1, 3, 12).  After the 
last administration, rats were maintained in the 
colony room for an additional week without any 
changes.  Then, animals were killed by cervical 
dislocation, their brains were rapidly removed, 
and hippocampi were dissected out on ice, then 
frozen in liquid nitrogen and kept at -80°C until 
analyzed.

Western blot experiment
Immunoblot analysis was carried out with 

the hippocampi dissected from  mice brains of 
MDMA and saline-treated rats. The frozen hip-
pocampi were homogenized with ice-cold lysis 
buffer (that contained RIPA buffer with pro-
tease inhibitor cocktail, 1:10) for 1 hour and 
centrifuged (Eppendrof, Hamburg, Germany) 
at 12000 g for 20 minutes at a temperature of 
4°C. The supernatant was removed and con-
served. After determining the protein concen-
tration with a Bio-Rad assay system (Bio-Rad, 
San Francisco, CA, USA), aliquots of 100 μg 
of protein from each sample were denatured 
with a sample buffer (6.205 mM Tris-HCl, 10% 
glycerol, 2% SDS, 0.01% bromophenol blue 
and 50 mM 2-ME) at 95°C for 5 minutes and 
separated on 10% sodium dodecyl sulfate poly-
acrylamide gel electrophoresis (90 minutes, 120 
voltage).  Then, proteins were transferred to a 
Hybond-PTM membrane (Amersham Pharma-
cia Biotech, Piscataway, New Jersey, USA).  
Membranes were blocked with 5% nonfat milk 
dissolved in TTBS buffer (Tris 50 mM, NaCl 
1.5%, and Tween 20 0.05%, pH =7.5) for 1 hour.  
Nitrocellulose membranes were stained with 
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anti-Bcl-2 and anti-Bax monoclonal antibodies 
(1:1000 Sigma Aldrich, St. Louis, MO, USA) 
for 2 hours, followed by secondary antibody 
alkaline phosphatase-conjugated anti-mouse 
antibodies (1:10000, Sigma Aldrich, St. Louis, 
MO, USA) for 1 hour. Bands were detected by 
the chromogenic substrate, 5-bromo-4-chloro-3
-indolyl phosphate, in the presence of nitroblue 
tetrazolium. β-actin antibody (1:1000, Sigma 
Aldrich, St. Louis, MO, USA) was used to detect 
the endogenous standard for normalization.  The 
bands from various groups that corresponded to 
the appropriate molecular weight for each sub-
unit were analyzed and values were compared 
by densitometric measurements, using an im-
age analysis system (UVIdoc, Houston, Texas, 
USA).

RNA extraction and detection of gene products 
by reverse transcription-polymerase chain re-
action

Total mRNA was extracted from the hippoc-
ampi by a phenol-chloroform extract.  Tissue 
samples were homogenized in 1000 μl RNATM 
(Cinnagen, Tehran, Iran) followed by the ad-
dition of 200 μl ice-cold chloroform.  The ho-
mogenates were centrifuged (Eppendrof, Ham-
burg, Germany) at 12000 g for 20 minutes at 4ºC.  
The RNA of the water-soluble supernatant was 
precipitated with isopropanol and washed with 
75% ethanol.  The air-dried RNA pellet was dis-
solved in RNase-free water.  cDNA first-strand 
synthesis was performed by a cDNA synthesis 
kit (Quiagen, Hilden, Germany) following the 
protocol outlined by the company.  First strand 
cDNA (2.5 ml) was used as a template for sub-
sequent PCR with a PCR master kit (Cinnagen, 
Tehran, Iran) and corresponding primers (Cinna-
gen, Tehran, Iran; Table 1). 

For PCR, 1 μl of cDNA was placed into 24 μl 
of reaction volume that contained 12.5 μl Master 
Mix, 1 μl of each primer, and 9.5 μl sterile deion-
ized water.  The PCR reactions included initial 
denaturation at 95ºC for 3 minutes followed by 
31 cycles at 95ºC for 20 seconds, 65ºC for 30 sec-

onds, and 72ºC for 30 seconds for Bax. For Bcl-2, 
it was 35 cycles at 95ºC for 30 seconds, 60ºC for 
1 minute, and 72ºC for 60 minutes. The reactions 
were terminated by an elongation period at 72ºC 
for 7 minutes.  The same annealing temperature 
was used for beta-actin. PCR products were sepa-
rated by electrophoresis in 1.5% agarose gel at 
100 V. Semi-quantitative analyses were assessed 
using a digital imaging system (UVIdoc, Hou-
ston, Texas, USA).

Statistical analysis
Data were presented as mean ± SEM. The re-

sults were analyzed by one-way ANOVA and 
post-hoc comparisons were performed using the 
Tukey test. P≤0.05 was considered statistically 
significant.

Results
Effect of MDMA on pro-apoptotic Bax protein 
and gene expression

MDMA caused both the up-regulation of the 
pro-death Bax protein and gene expression.  
MDMA caused a dose-dependent increase in 
Bax protein expression. High doses of MDMA 
lead to increased expression of Bax protein as 
follows: for the control, the mean expression 
was 346.1 ± 1.25; whereas it was 449.37 ± 1.06 
for 5 mg/kg; 525.62 ± 1.07 for 10 mg/kg; and 
639 ± 1.43 for 20 mg/kg of MDMA. However, 
the results were not statistically significant 
(Fig 1).  

Regarding bax mRNA expression, there was 
a significant difference between the MDMA 
treatment groups compared to the saline control 
groups (p<0.001, Fig 2).  There was a significant 
difference between the MDMA groups (mean: 
409.6 ± 22.49 for the saline control; 848.8 ± 
15.21 for the 5 mg/kg group, 1655.0 ± 24.79 
for 10 mg/kg, and 1967.2 ± 7.91 for 20 mg/kg 
group of MDMA.  Thus, the bax gene was more 
significantly expressed in the 20 mg/kg MDMA 
group compared to the 5 and 10 mg/kg groups 
(p<0.001, Fig 2).

Table 1: Primers for beta-actin, bax, and bcl-2 genes
Reverse primerForward primerGenes
5´-GTGCCACCAGACAGCACTGTGTTG-3´5´-TGGAGAAGAGCTATGAGCTGCCTG-3´beta-actin
5´-AGTTGCCATCAGCAAACATGTCA-3´5´-CCAAGAAGCTGAGCGAGTGTCTC-3´bax
5´-CACAATCCTCCCCCAGTTCACC-3´5´- CGCCCGCTGTGCACCGAGA -3´bcl-2
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Fig 1: Western blot analysis of Bax and Bcl-2 protein expres-
sions in sham and MDMA groups (n=5 per group) that re-
ceived MDMA (0, 5, 10, 20 mg/kg i.p. twice daily) for 7 days. 
The frozen hippocampi were lysed, transferred to nitrocel-
lulose paper, incubated with anti-Bcl-2, anti-Bax antibodies, 
and secondary anti-mouse antibody. Bands were then detected 
by chromogenic substrate. Data were analyzed using one-way 
analysis of variance (ANOVA) followed by Tukey test for mul-
tiple comparisons. *p<0.001 vs. sham group.

Effect of MDMA on anti-apoptotic Bcl-2 protein 
and gene expression
MDMA caused a dose-dependent decrease in Bcl-2 
protein expression in comparison to the saline con-
trol group (mean: 142.76 ± 1.89 for the saline con-
trol; 91.9 ± 1.85 for the 5 mg/kg group; 85.03 ± 1.72 
for the 10 mg/kg; and 53.61 ± 1.29 for 20 mg/kg 
MDMA). Significant difference was noted in the 20 
mg/kg MDMA group when compared to the saline 
control group (p<0.01, Fig 1).  In contrast to the pro-
death bax gene, bcl-2 gene expression decreased in 
MDMA groups when compared to the saline control 
groups (mean: 1440.2 ± 27.28 for the saline con-
trol; 768 ± 63.32 for 5 mg/kg; 502.00 ± 20.14 for 
the 10 mg/kg; and 402.02 ± 34.84 for the 20 mg/
kg MDMA groups; p<0.001, Fig 2).  There was a 
significant difference between the 10 and 20 mg/kg 
groups and the 5 mg/kg group (p<0.001, Fig 2).
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Fig 2: bax and bcl-2 gene expression in sham and MDMA 
groups (n=5 per group) that received MDMA (0, 5, 10, 20 mg/
kg i.p. twice daily) for 7 days. Total RNA was extracted using 
phenol-chloroform. After synthesis of cDNA, PCR was per-
formed with the respective primers. Data were analyzed using 
one-way analysis of variance (ANOVA) followed by Tukey’s 
test for multiple comparisons. *p<0.001 vs. sham group, 
p<0.001 vs.5 mg/kg and 10 mg/kg groups. 

Discussion
Our previous study has shown that MDMA 

causes learning memory impairment in the Mor-
ris water maze test (1). The hippocampus is one 
of the most important brain structures associated 
with learning memory and cognition (23). Hip-
pocampus neurons can be damaged by many neu-
rotoxic factors, such as drugs and diseases (24, 
25). MDMA as a psychostimulant drug can induce 
learning memory and impair hippocampal mental 
function (3,26). In this study, we have focused our 
efforts on the MDMA-induced apoptosis mecha-
nism in the hippocampus. The results of this re-
search demonstrated that MDMA led to up-regu-
lation of the bax gene and down-regulation of the 
bcl-2 gene, and subsequently their proteins (Figs 
1, 2) in the rat hippocampus.

These results are consistent with a study by Jay-
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anthi that showed an injection of methampheta-
mine as another amphetamine derivative triggers 
the activation of the programmed cell death path-
way in mammals.  They have demonstrated that 
methamphetamine causes up-regulation of Bax 
and down regulation of Bcl-2 proteins (27). The 
Montagomy et al. study has shown that MDMA 
causes rapid intracellular Ca2+ influx, mitochon-
drial membrane depolarization, ROS production, 
and caspase-dependent DNA fragmentation (28).  

It has been described that MDMA metabolites 
can increase the production of reactive species 
and protein-bound quinines (both dose and time-
dependently), deplete intracellular glutathione, in-
duce oxidative stress, and neural death (15).  

Reizzo et al. have shown that injection of a 
single dose of MDMA in rats caused an increase 
in oxidative stress and subsequent apoptosis 
(TUNEL assay) in the hippocampus, striatum, 
and frontal cortex (10). Treatment with MDMA 
or METH caused an increase in the number of 
cells with chromatin condensation, DNA frag-
mentation, and a significant increase in caspase-3 
activity and Cyt c release as markers of apopto-
sis (14). These studies were consistent with our 
present study, which has shown that MDMA 
causes up-regulation of Bax and down-regulation 
of Bcl-2. The Bcl-2 family of proteins regulates 
mitochondrial changes such as PT pore (a poly 
protein channel) and Cyt c release.  Bax interacts 
with PT pore, causing conformational changes 
and Cyt c release (29).

Conclusion 
Our observations suggest that multiple doses of 

MDMA can induce cell death through an apoptotic 
pathway, implicating up-regulation of Bax and down-
regulation of Bcl-2. We have also shown that non-
acute apoptotic effects of this drug are dose-dependent. 
To prove the anti-apoptosis effects of MDMA, more 
assays on the caspase family and other members of 
the Bcl-2 family need to be performed. 

Acknowledgments 
We are grateful to Mahmoud Barati for his con-

tribution in this work.  This research was supported 
by the following grant from the University of So-
cial Welfare and Rehabilitation Sciences of Iran 
(313-126417). 

The authors declare that they have no competing 
interests.

References
Soleimani Asl S, Naghdi N, Choopani S, Farhadi MH, 1. 
Samzadeh-Kermani A, Mehdizadeh M. Non-acute effects 
of different doses of 3-4,methylenedioxymethamphetamin
e (MDMA)  on spatial memory in the Morris water maze 
in Sprague Dawley male rats. Neural Regen Res. 2011; 
6(22): 1715-1719.
O'Leary G, Nargiso J, Weiss RD.3,4-methylenedioxymeth-2. 
amphetamine (MDMA): a review.  Curr Psychiatry Rep. 
2001; 3(6): 477-483.
Vorhees CV, Schaefer TL, Skelton MR, Grace CE, Herring 3. 
NR, Williams MT. (+/-)3,4-Methylenedioxymethampheta-
mine (MDMA) dose-dependently impairs spatial learning 
in the morris water maze after exposure of rats to different 
five-day intervals from birth to postnatal day twenty. Dev 
Neurosci. 2009; 31(1-2): 107-120.
Higuchi M, Suzuki Y, Yatani Y, Kitagawa Y, Nagayasu K, 4. 
Shirakawa H, et al. Augmentation of serotonin release by 
sustained exposure to MDMA and methamphetamine in 
rat organotypic mesencephalic slice cultures containing 
raphe serotonergic neurons.J Neurochem. 2008; 106(6): 
2410-2420.
O'Hearn E, Battaglia G, De Souza EB, Kuhar MJ, Mol-5. 
liver ME. Methylenedioxyamphetamine (MDA) and meth-
ylenedioxymethamphetamine (MDMA) cause selective 
ablation of serotonergic axon terminals in forebrain: im-
munocytochemical evidence for neurotoxicity. J Neurosci. 
1988; 8(8): 2788-2803.
Mechan AO, Esteban B, O'Shea E, Elliott JM, Colado MI, 6. 
Green AR.The pharmacology of the acute hyperthermic 
response that follows administration of 3,4-methylene-
dioxymethamphetamine (MDMA, 'ecstasy') to rats.Br J 
Pharmacol. 2002; 135(1): 170-180. 
Callaway CW, Wing LL, Geyer MA. Serotonin release 7. 
contributes to the locomotor stimulant effects of 3,4-meth-
ylenedioxymethamphetamine in rats.J Pharmacol Exp 
Ther. 1990; 254(2): 456-464.
Shankaran M, Yamamoto BK, Gudelsky GA.Involvement 8. 
of the serotonin transporter in the formation of hydroxyl 
radicals induced by 3,4-methylenedioxymethampheta-
mine.Eur J Pharmacol. 1999; 385(2-3): 103-110.
Alves E, Summavielle T, Alves CJ, Custódio JB, Fern-9. 
andes E, De Lourdes Bastos M, et al. Ecstasy-induced 
oxidative stress to adolescent rat brain mitochondria in 
vivo: influence of monoamine oxidase type A. Addict Biol. 
2009; 14(2): 185-193.
Riezzo I, Cerretani D, Fiore C, Bello S, Centini F, D'Errico 10. 
S, et al. Enzymatic-nonenzymatic cellular antioxidant 
defense systems response and immunohistochemical 
detection of MDMA, VMAT2, HSP70, and apoptosis as 
biomarkers for MDMA (Ecstasy) neurotoxicity.J Neurosci 
Res. 2010; 88(4): 905-916.
Johnson EA, O'Callaghan JP, Miller DB.Chronic treat-11. 
ment with supraphysiological levels of corticosterone en-
hances D-MDMA-induced dopaminergic neurotoxicity in 
the C57BL/6J female mouse. Brain Res. 2002 ;19; 933(2): 
130-138.
Capela JP, Fernandes E, Remião F, Bastos ML, Meisel 12. 
A, Carvalho F. Ecstasy induces apoptosis via 5-HT(2A)-
receptor stimulation in cortical neurons.Neurotoxicology. 
2007; 28(4): 868-875. 
Escubedo E, Abad S, Torres I, Camarasa J. Comparative 13. 
neurochemical profile of 3,4-methylenedioxymetham-
phetamine and its metabolite alpha-methyldopamine on 
key targets of MDMA neurotoxicity.Neurochem Int. 2011; 
58(1): 92-101.  
Jiménez A, Jordà EG, Verdaguer E, Pubill D, Sureda FX, 14. 
Canudas AM, et al.Neurotoxicity of amphetamine deriva-
tives is mediated by caspase pathway activation in rat 

Soleimani Asl et al.

CELL JOURNAL(Yakhteh), Vol 13, No 4, Winter 2012          279

www.SID.ir

www.SID.ir


Arc
hive

 of
 S

ID

cerebellar granule cells. Toxicol Appl Pharmacol. 2004; 
196(2): 223-234.
Capela JP, Macedo C, Branco PS, Ferreira LM, Lobo 15. 
AM, Fernandes E, et al. Neurotoxicity mechanisms 
of thioether ecstasy metabolites.Neuroscience. 2007; 
146(4): 1743-1757.
Wang X, Zhu SP, Kuang WH, Li J, Sun X, Huang MS, et 16. 
al.Neuron apoptosis induced by 3,4-methylenedioxy meth-
amphetamine and expression of apoptosis-related factors 
in rat brain. Sichuan Da Xue Xue Bao Yi Xue Ban. 2009; 
40(6): 1000-1002, 1037.
Upreti VV, Moon KH, Yu LR, Lee IJ, Eddington ND, Ye 17. 
X, et al.Increased oxidative-modifications of cytosolic pro-
teins in 3,4-methylenedioxymethamphetamine (MDMA, 
ecstasy)-exposed rat liver.Proteomics. 2011; 11(2): 202-
211.
Elmore S. Apoptosis: A review of programmed cell death. 18. 
Toxicol Pathol. 2007; 35(4): 495-516. 
Tsujimoto Y.Role of Bcl-2 family proteins in apoptosis: 19. 
apoptosomes or mitochondria?Genes Cells. 1998; 3(11): 
697-707. 
Cho AK, Hiramatsu M, Distefano EW, Chang AS, Jenden 20. 
DJ. Stereochemical differences in the metabolism of 3,4-
methylenedioxymethamphetamine in vivo and in vitro: 
a pharmacokinetic analysis. Drug Metab Dispos. 1990; 
18(5): 686-691.
Tomita M, Nakashima MN, Wada M, Nakashima 21. 
K.Sensitive determination of MDMA and its metabolite 
MDA in rat blood and brain microdialysates by HPLC with 
fluorescence detection.Biomed Chromatogr. 2007; 21(10): 
1016-1022.
Fonsart J, Menet MC, Declèves X, Galons H, Crété D, 22. 
Debray M, et al. Sprague-Dawley rats display metabolism-
mediated sex differences in the acute toxicity of 3,4-meth-

ylenedioxymethamphetamine (MDMA, ecstasy).Toxicol 
ApplPharmacol. 2008; 230(1): 117-125.
Deng W, Aimone JB, Gage FH.New neurons and new 23. 
memories: how does adult hippocampal neurogenesis af-
fect learning and memory?Nat Rev Neurosci. 2010; 11(5): 
339-350. 
Asadi-Shekaari M, Panahi M,  Eftekhar Vaghefi H , Noughi 24. 
Zadeh A.Ultrastructural Study of Neuronal Death in Rat 
Hippocampus after Transient and Permanent Focal Cer-
ebral Ischemia. Yakhteh. 2009; 11(1): 23-28.
Mehregan H, Sadeghizadeh M, Zarindast MR, Azad-25. 
manesh K, Jahanshahi A, Shirzad H, et al.Effect of mor-
phine-sensitization in D2 receptor gene expression in the 
mice brain in the absence and presence of lithium chlo-
ride.Cell Journal (YAkhteh). 2011;12(3): 395-404.
Stephenson CP, Hunt GE, Topple AN, McGregor IS. The 26. 
distribution of 3,4-methylenedioxymethamphetamine 
"Ecstasy"-induced c-fos expression in rat brain. Neuro-
science. 1999; 92(3): 1011-1023.
Jayanthi S, Deng X, Bordelon M, McCoy MT, Cadet 27. 
JL.Methamphetamine causes differential regulation of 
pro-death and anti-death Bcl-2 genes in the mouse neo-
cortex. FASEB J. 2001; 15(10): 1745-1752.
Montgomery T, Sitte H, McBean G. 4-Methylthioamphet-28. 
amine (4-MTA) induces mitochondrial-dependent apop-
tosis in SH-SY5Y cells independently of dopamine and 
noradrenaline transporters. BMC Pharmacology. 2010; 
10(Suppl 1): A22.
Marzo I, Brenner C, Zamzami N, Susin SA, Beutner 29. 
G, Brdiczka D, et al. The permeability transition pore 
complex: a target for apoptosis regulation by caspases 
and Bcl-2-related proteins.J Exp Med. 1998; 187(8): 
1261-1271.

Evaluation of Bcl-2 Family Gene

CELL JOURNAL(Yakhteh), Vol 13, No 4, Winter 2012          280

www.SID.ir

www.SID.ir

