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Determination the mtDNA D-loop Sequence in Marandi Native Chicken
Population and Its Phylogenic Relationships with Other Breeds
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Abstract

Native chicken breeds are national investment and conservation-of these populations is very
important from biodiversity aspects. Studying mitochondrial genome in one breed and comparing it
with other breeds can give useful information about genetic diversity in that population. This study
carried out for determination of mitochondrial HVS-1 sequence in Marandi native chicken. DNA
was extracted from 15 random birds and HVS-I region was amplified using specific primers and
then sequenced after cloning. From 15 primary sequences, 10 were sequenced properly and one
consensus sequence was obtained. In studied population 6 haplotypes were observed and submitted
to gene bank (NCBI) under accession numbers of GU481096-GU481104. The phylogenic tree was
drawn with consensus sequence of Mazandarani breed and other similar sequences of different
chicken breeds obtained from gene bank. In the phylogenic tree, the Marandi breed was clustered
with Azarbayjan native, white Leghorn, barred plymoth Rock, Silky and Sonerati breeds. Then, it
can be concluded that Marandi breed has genetic similarities with some commercially productive
chicken breeds.

Key words: D-loop, Marandi native chicken, mtDNA, phylogeny
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