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Table 1- Sequence of the rep-PCR primers

Pl b Py 5 g5 Sl
Primer name Nucleotide sequence Number of Nucleotide
BOX AIR 5- CTACGGCAAGGCGACGCTGACG- 3 22
ERIC2 Forward  5- AAGTAAGTGACTGGGGTGAGCG- 3 22
ERICIR Reverse 5- ATGTAAGCTCCTGGGGTTCAC- 3' 21
REP2-I Forward 5- ICGICTTATCIGGCCTAC- 3 18
REPIR-I Reverse 5- IIICGICGICATCIGGC- 3' 17
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Table 2- Isolates of W. carpophilus obtained from different regions of Khorasan Razavi province

a3, Ol oLl Sl diged Joo wlie
Row Host Plant organ Sampling site Isolate Code
1 ola (Peach) oo (Fruit) 4, (Torghabeh) PT
2 ola (Peach) o0 (Fruit) Mo Bl \bl lel (Mashhad) PM1
3 Jls,); (Apricot)  sgue (Fruit) Mpde Bl\bl lel, (Mashhad) AM
4 J (Plum) Sp(Leaf)  (o90, i Gl wlel —sguie (Astan Ghods Razavi) PIM
5 ola (Peach) oo (Fruit) Oloideh — ygilis (Nyshabour-Fooshenjan) PN
6 oAS(Cherry) Sy (Leaf) »%Ls (Shandiz) CS
7 Jl5,j(Apricot) S, (Leaf) 9l sliwgy —eMS (Kalat-Zavin) AK
8 ola (Peach) oo (Fruit) sl liwsy —eMS(Kalat-Zavin) PK
9 JI(Plum) ogeo (Fruit) 9l5" sliwg, — l,l> (Chenaran-Kahoo) PIC1
10 JI(Plum) 5, (Leaf) 215" gliwg, — ) ,ix> (Chenaran-Kahoo) PIC2
11 oS (Cherry) Sy, (Leaf) 9al8" gliwg, — ;> (Chenaran-Kahoo) CcC
12 Jls,j(Apricot) S, (Leaf) 5al8 gliwg, — ;> (Chenaran-Kahoo) AC1
13 Jls,j(Apricot) S, (Leaf) 32,5 &l lwgy = g8 (Quchan) AQ
14 ola (Peach) S, (Leaf) 328 &l slkwg, — ol ¢8 (Quchan) PQ
15 ola (Peach) S, (Leaf) Jeldl - ol )ls> (Chnaran-Akhlamad) PC
16 Jls,j(Apricot) S, (Leaf) Jals! - )l (Chnaran-Akhlamad) AC2
17 JI(Plum) S, (Leaf) Jals! - )l (Chnaran-Akhlamad) PIC3
18 JI(Plum) S, (Leaf) Ol = yplis (Nyshabour-Bouzhan) PIN
19 Jls,j(Apricot) oo (Fruit) Ol = yplis (Nyshabour-Bouzhan) AN
20 ola (Peach) Sy (Leaf)  (o90, pwid Gl olel —sguie (Astan Ghods Razavi) PM2
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Fig.1. Amplified banding pattern obtained by rep-PCR marker. A: primer BOX; B: primer ERIC; and C: primer REP. M
indicates ladder marker with 1-kb molecular weight and the letters from left to right indicates the first letter of the fruit
name and the first letter of its origin: PT (peach of Torqabeh), PM1 (peach of Mashhad number 1), AM (apricot of
Mashhad), PIM (plum of Mashhad), PN (peach of Neishabur), CS (cherry of Shandiz), AK (apricot of Kalat), PK (peach of
Kalat), PIC1 (plum of Chenaran number 1), PIC2 (plum of Chenaran number 2), CC (cherry of Chenaran), AC1 (apricot of
Chenaran number 1), AQ (apricot of Quchan), PQ (peach of Quchan), PC (peach of Chenaran), AC2 (apricot of Chenaran

number 2), PIC3 (plum of Chenaran number 3), PIN (plum of Neishabur), AN (apricot of Neishabur), and PM2 (peach of
Mashhad number 2).
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Table 3- Total bands and polymorphism bands in rep-PCR primers

Gudy 5T el il JS Sl IS e sl RS W oy
Row Primer name Total bands Polymorphism bands Polymorphism percent
1 BOX 14 14 100
2 ERIC 17 17 100
3 REP 8

7 78.5
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