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Maize dwarf mosaic virus is one of the most 

important and most extensive viruses of maize in 

the world. In this paper investigated molecular 

comparison and nucleotide sequence analysis of 

coding regions of proteins of genomic 5΄ region 

of Maize dwarf mosaic with other isolate and 

other cereal potyviruses. In order to this, maize 

plants with mosaic symptoms and dwarfing were 

collected from Golestan province. After 

verification of plants by Elisa test against MDMV 

antiserum, an infected sample was selected for 

isolation of total RNA. Amplification of genomic 

5΄ region has been conducted using five specific 

primer pair that was obtained 5 overlap segments 

including P1, HC-Pro   � p3   � 6k1genes, as well as 

5΄-UTR region of the genome and was obtained 

3460bp. The comparative analysis of nucleotide 

sequences of MDMV isolates showed that the 

Iranian (Golestan) isolate have 95.7 and 92.3 

percent similarity at the amino acid level and 90.5 

and 85.1 percent at the nucleotide level with 

Bulgarian and Spanish isolates respectively, and 

with other homogeneous viruses, MDMV had 

similarity maximum with sorghum mosaic virus 

from Texas and sugarcane mosaic virus from 

china 72.9 and 72.3 percent respectively. 
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SF� �# +@� [
}+� ��!� 
� [Rj >�%G���< .
N�%�� 1/�9 �# +&/�?� T�#�0 �- [
} *,: 
�

	�%: ��2�# *����)��!# .SF� �# +@� � >�%G
	�%��34
���< >�%G N�%�� �[
} +��%�� 4�-

 [
} +kI�G�: U��#���(Maize dwarf mosaic 

virus, MDMV) +� ���<(Masumi et al. 

2012) .MDMV �< N�%�� U� �RNA 
UG 1��
 	%@�� �< *8{� 4# ��O<# 1< 4#750×13 

 *�# %���!�!(Kathrin et al. 2010) . N�%�� >�#
+G�� 	�#�!�; 
�+G�� v 9 � 	��%��  �
#� 
#%7 N�%��

+G�� 	�#�!�; 4�n0# %��� � !��- H ��!` �  	��%��
h�D
�D U� �F G 4#
#�  +!`(open reading 

frame, ORF) +/� U� 1: �	��<  #
 V
�< >��G�%�
+� �:1�9%G +^#�! 4#
#� �F�!# �� 
� �� :  	�!�,!

(UTR) +� ���<(Achon et al. 2007) . %k��
N�%��+G�� v 9 
� ��9�� 4�-  [Rj 1: N�%��

+� 	��IH #
 U��#��� N�%�� T��� �  :
%@,�!Sugarcane mosaic (virus, SCMV) �

 ��3
�� U��#��� N�%��(Sorghum mosaic 

virus, SrMV)�� N�%�� �+ � U��#�  �����
(Pennisetum mosaic virus, PeMV)  �

 ���7 U��#��� N�%��(Johnson grass mosaic 

virus, JGMV) +�  � ��<(Masumi et al. 

2012) .+G�� 
�< >�I�# 4#%< �#%�# 
�  1<�,� +��%��
 1< MDMV  � �� J
#�3 4
�� ��! *�� 1Xr � �#

 1��� #
 HMM (maize mazandaran) ��! �!��
���H N��# %< �< N�%�� >�# +@�`�I�%� 4�-

MDMV U���! 1r<#
�  �<IJMV 1r<#
  � 
�� 4#
 �<SCMV  �< ��# *�#� g�O( 1r<#
SrMV  �

JGMV ��< \ :#� �7�5 . [
} 1�#�9 \ :#�
+�!H �< #
�!��� ��0 � 4��; �%�  1�#�9 \ :#� 4�-

IJMV  �SCMV +�!H >�# �<  ���H 
� �%�AGD 
 [��&�� ���H >�# pr� 
� 1�#�9 >�# 1: �#� �,!

�# IJMV  �SCMV *�# (Moiini et al. 

2002) . �< *&9 �# 	��&��#3��jH% 4�-Pot1 � 
Pot2  ` �# +���7CP  �NIb  � 4�-%3��jH �<

 +'�b�;#MD3f �MD3r  �MD1r  �# 	��&��# �<
RT-PCR  ` �# +���7CP  U�W#��� �I�� T�#�0

4
�� [
} 
�  %�{@G �F&'# �� ��  �# v�
1!���-  ��#%G >��OG � 4��� ��9�MDMV 
� 

���#  *5%3 
#%7 ����G �
�� �F&'# � #
�!��� 4�-
(Masumi et al. 2004) .J�
 �# 	��&��# �<  4�-

 1�^�! 4��G��/:�! ��#%G � U�`�I�%�CP-UTR �
MDMV  ��! *�� PQ� � ���7 � [
} �# 	��#�9

< �F&'# � 4
��+G�� %��� �N�%��  [Rj 4�-
H U�`�I�%� w�8G
# � *5%3 
#%7 1���X� �
��  �< �-

 1: �� 	�#� �,! � �� J
#�3 %k��@�MDMV  �#
*5%�9 �%� 
� U��#��� N�%�� �< #
�!��� 

(Bermuda grass Jiroft virus, BJV)   �
MDMV-G  �
#� U���! U�`�I�%� w�8G
# ��IH �#

 ���7 +!#%�# U��#��� N�%�� �< +&�O( w�8G
# �
(IJMV)  �%� U��#��� N�%�� �# � �
#�

(BGMV)  *�# [��&�� R��:(Zare et al. 

2005).  
+/� +G�� 4�n0# ��!` >��G�%�  1< N�%��10 

UD�: >��G�%�+� S��XG %G >�< 
� U� %- 1: ���
; >�# 4�n0#�!
#� +b?,� \X! 	�#�!� . >��G�%�

P1 ���G�%� �# +@� 1: �0�< � *�# +��%�� 4�-
+� +��%�� >��G�%� �# +,?< 1��2G  � ��%3

 ��� 
� 4��G��/:�! ��#%G %_! �# >��G�%� >�%G%�C��
>��G�%� %���+G�� v 9 4�n0# 4�-  � *�# N�%��

 >�< H 	�#�!#30  �G63 �9� >�# �< *�# ��I#��/�: �
*��&^ ��8�! >��G�%� >�# +/��:�<%: 1�^�!  	��

 *�#(Adams et al. 2005) . >��G�%�P1  a��G
 4�F�!#΄5 +� �: ��!` v 9 �# 4�� ��G�%� 1: ���

+/� J%< 
� 1: *�# >�%�  � �
#� \X! >��G�%�
1< U�: 
��:�5 U� #� 0 � !��- 
� 	�  : ��!` 4���

+� T�0� :  + ��H 4�F�!#P1  � 	�#�!# ��)I �#
*�# %�C�� 
���< ��#%G . 
� >��G�%� >�# \X!
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+G�� +3��IHN�%�� ��# �*��! d?,� �� - �-
 1: �
#� ��9� 4�-#��P1  +��!#�G \�#�5# �0�<

 >��G�%�HC-Pro +� ` +����; h�:%� 
���� 

(Rajamaki et al. 2005) . >��G�%� >�# >� l�-
4
���< \�#�5# o9���%�� +�#�N 
� %k�� 4�-

+3��IHS-%< �< w�/?� 4�- S- \ :+� +�#�5# ��%3
 �
#� \X! +!�<��� 1 �#� >��OG 
� ��! �(Adams et 

al. 2005) . >��G�%�+@�:1 (HC-Pro) 4#
#� 

1�;� � \X! >�� D  *I�;� 1/�9 H �# 1: *�# 	��
 4���G�%� \X! � 1�� �< N�%�� ��X�!# 
�(Maia et 

al. 1996) � U�%)G � U������ *:%^ 
� *��-#
+� N�%�� ��!` %�{@G � ��<(Shen et al. 2010) .
 
� +/��:�<%: 1�^�!HC-Pro +G�� N�%�� >�I�# �-

1< 
�<  
� >������ ���G�%� U� [
�'TEV
2 

 �� 	�#� d�?,G(Jin et al. 2007).  
 >��G�%� \X!P3 1<  ��# �*�# 	�,! 1�;� � +<�;

+� 
�bG 
� 1: ���4
���< ��G� 5 ��2�# � +�#�
 ���< 1��#� \X! 	��3 
� +3�%�$�(Urcuqui-

Inchima et al. 2001) .P3  
���< >��G�%� U�
+G�� 
� M� �� N�%�� +:�!# 
���< *-�8� � *��-

1!�3 
�1< xi���^# � �
#� g/�?� 4�-  >��G�%� 	#%�-
6K2 ���bG# 1?�! � �#%5 4#%< �,j 1< 	� -�  4
#�%<

+����< .P3 1<  	#%�-P1 ` >�%G%�C�� �# 4�-
+G�� N�%��+� �-  ���<(Adams et al. 2005) . 
�

 >��G�%� �
��6K1  
� 	�%��3 [�OI�r� ��9� �<
+G�� +I�@I�� 4`�I��< �
��N�%�� [�0RQ# ��-

H \X! � �
#� ��9� H �
�� 
� +:�!# 1<  T��: 
�Q
 1: 	�� d?,� ��# *�# 	�,! 1�;� �6K1  4#
#�

S- %< � �H%5 
� � *�# +��,j S���� �< \ :
1?�! 1< \X! ��!` 4
#�%<  �
#� +�#��

(Waltermann and  Maiss. 2006).  
 1�^�!΄5 +G�� ��!` N�%�� 	�  :�: �-

                                                                     
1. Helper component protease (HC-Pro) 

2. Tobacco etch virus 

>��G�%� \X! �< +��- 4��� 	��IH �!�
 
� +���# 4�-
N�%�� a��G �-��3 >�# 
� #EI *�# 	�%3 >�# 4�-

 P�X)G N�%�� ��!` �# 1�^�! >�# 4��G��/:�! ��#%G
 � >��OG ���/3 ���# 1�#�9 [
} +kI�G�: U��#���
 4
#�����! � 4
#���� � *5%3 
#%7 +I�@I�� ��I�!H �
��

>��G�%� >�# 
� �-MDMV +G�� %��� �< [Rj 4�-
*5%3 
#%7 1���X� �
��.  

 

B�# �  ��-��  

U��#��� N�%�� 1< 	��IH [
} �-��3  +kI�G�:
 �# 	��&��# �< S�X���%�j 4#��i# ���H 
� [
}

+�!H �!�� 	�#� d�?,G N�%�� +'�b�;# �%� .
RNA  �# 	��&��# �< N�%��mRNA capture kit 

 	��IH [
} �-��3 �# 	�!��� *:%� T�OI#
���� P8Q
1?�! ����%3 Z#%?��#  J�
 1< N�@O� 4
#�%<

S��!H �< ���O�RT (Fermentas, Lithunia)   
Mmulv  N�@O� %3��jH �N1T )5′-

GACCACGCGTATCGATGTCGAC(T)

17- 3′ (1<  
� *0�� U� [��42 +�!�� 19
�  �#%3
 ���%3 ��2!#(Ha et al. 2007) . �
�� [�8�:%G

1?�! \ :#� w�/?� 
� 	��&��#  
� N�@O� 4
#�%<
 ���91 *�# 	�� %:} .cDNA 1< *��  >�# �# 	��H

 %�{@G 4#%< J�
�: [�Or7>��G�%� 	�  :4�- P1 �
HC-Pro �P3 �6k1   1�^�! ��! �-UTR΄5  
�
 \ :#�PCR  4�-%3��jH *&9 �# 	��&��# �< �

S- +'�b�;# ����) ���92 ( �# 	��&��# �< 1:
�%!  
#�5#Fast PCR ���%3 	��&��# ��!�� +^#%Q .

H �# 	��&��# %���X� � �#�� %- 
� �-  \ :#�PCR 
 ���9 P8Q3 �� 	��&��# .  

  
 ���91- 1?�! \ :#� w�/?� 
� ��i �#��  4
#�%<

 N�@O�(RT) 

 �#�� 
#�X�)%��I�%@��(  	��� M�!  

2 dNTPs (10 mM)  
2  DTT (Dithiotreitol) (100 mM)  
10  Mmulv  RT buffer (5x)  
3  Reverse Primer (N1T) 10µM 

32 Deionized water 
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 ���92- ���H 
� 	��&��# �
�� 4�-%3��jH *&9 [�b?,�RT-PCR    1�^�! %�{@G 4#%<΄5  ��!`MDMV   
���/3 1�#�9 

%3��jH ��! �-%3��jH ��#%G  *F9  
 ��b)� 	�#�!#

PCR   
)��< *&9( 

 4���  
��bG#  
(°C) 

 *&9 *�O7��
 �-%3��jH
��!` 4�
  

Pot F0 / SP3  5´-AAAAACAACAARACTCAACACAACACAAC -3´ 
5´-GGAGCTGTTCGCTGCAAAGG -3´ 

Forward 
Reverse 

  
237  

  
55 

   
1-237  

  
MDM1F / 
MDM1R 

5´-CCTTGACAACCCTCGtGACG-3´ 
5´-GTGGCAAGCTATGGCGTTAT -3´ 

Forward 
reverse 

 
669  55.5 

  
 

118-787  
  

MDM2F / 

MDM2R 

5´-ACACAAAGGGCACAGTGGTC -3´ 
5´-CACAGACCCTCCAACGATGT -3´ 

Forward 
reverse 

  
1216 

53 
  

636-1852  

  
MDM3F / 
MDM3R 

5´-ACAGAGTTTGGACAACCTG -3´ 
5´-GTCGCAGTCGAGTCAGCTCT -3´ 

Forward 
reverse 

  
1158 

55.5 
  

1731-2889  

  
MDM4F / 

MDM4R 

5´-TCTCCGAAACATGGCGTGTG -3´ 
5´-GACATCAGGCTTTGCACTTCA -3´ 

Forward 
reverse 

  
1198 

55.5  
  

2737-3935  

  
���9 3- 	��&��# %���X� � �#�� H �# 	��  ���H 
� �-

	%�2!� \ :#�+/� 4# �#%�  
 %- 
� 	��&��# �
�� 
#�X�

 \ :#�25  4%��I�%@��
)%��I�%@��(  

	��� M�!  

2.5  Taq buffer (10×) 
0.75  MgCl2 (50 mM)  
0.5  dNTPS (10 mM)  
1  forward -Primer (10 µM)  
1 reverse -Primer (10 µM)  

0.25  Taq DNA polymerase (5 U/µl)  
2  cDNA  
17  Deionized water  

  
  1��!%<PCR  4��� �< 1Or7 %- %�{@G 4#%<

*�%�#�  1�I�# 4���94 +�!�� 19
� 1< �#%3  [��4 
 �< ���jH 1X�7�35  1;%D)*�%�#� T���  
� 4���94 
+�!�� 19
� 1< �#%3  [�� *&9 ��bG# �1X�7� U�

 ���9 
� Z
� � 4��� N��# %< �-%3��jH2 1<  [��
 4��� 
� %�{@G � 1X�7� U�72 +�!�� 19
� �#%3

1< 1X�7� U� [�� ( 4��� 
� +��F! %�{@G � 1�#�#72 
+�!�� 19
�1< �#%3  [��15���
 ���� 1< 1X�7� . 

 �
�3H �` 
� 	��%�{@G [�Or7 	�-�,� �# v�1 %
� ��Q# � H �# U� %- 
�_�!# �
�� 	�#�!# �#  ��-

�# 	��&��# �< 	��%�{@G [�Or7Clone JET PCR 

Cloning Kit (Fermentas, Lithunia)  P8Q �

 ����R� 
� 	�!��� T�OI#
����pJET1.2 
� � �
#� 
%�:�< 4 Escherichia.coli >�%��#XL-Blue 

1!���-+ /: T�@,G �# v� ����%3 4��� ��&� 4�-
<H �a�)� 
� + + /: �*,: 4��^ 1: ��&� 4�-

 �!��< o�:%G�! ����R�1<  [
�'
� 1!�3#�9 5 -2 
+/�� %��I a�)�  e��� *,:LB +Y�H 4��^  >�/��

1< � *,:  
� 
#�� 
�G�<�@!# 
� o� U� [��37 
19
� +�!���!�� 4
#�Fk! �#%3.  Z#%?��# 4#%<

DNA ����R���/� �# o�:%G�! 4�-4%�:�< 4�- 
 �!���9 J�
 �#(Holmes and Quigley. 

1981) ����R� ����%3 	��&��#*�: �< vY� �- 
 ����R� Z#%?��#(Fermentas) T�OI#
���� P8Q 

��b)� >� l�- ��!���%3 Z#%?��# 	�!��� *:%�  
PCR 1< �-%3��jH �# 4�#�OG  1/���PCR 

Purification kit (Bioneer, South Korea) 
 T�OI#
���� P8QdI�; 	�!��� *:%�  ���%3 4���

1!���- 	#%�- 1< � *:%� 1< ��#%G >��OG 4#%< �-
Techdragon )� : � - (�!�� ���
#.  

T�/)G
���#%G 1<�,G U��!`�/�5 4�-  4��G��/:�!
 �< 1�#�9 >�#2  %��� � N�%�� +����
# 1�#�9

+G�� N�%�� 4��G��/:�! ��#%G 1: [Rj 4�-H  �-
 
�GenBank �%! �< *�#� 
#%7   
#�5#Clustal X  �
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MegAlign �� +�
%< .*;
� >� l�-  +!`�/�5
S- �# T'�^ g��
��#%G 1!�3� D 4��� 
�:E� 4�-
 J�
 1<maximum-parsimony  1��!%< �<

MEGA5  1< ��H *�� .T�/)G >�# 
� N�%�� �-
13
 U��#��� �� 3 4#(Wheat streak mosaic 

virus, WSMV) 1< � 0 #outgroup  	��&��# �
��
*5%3 
#%7. 

 

D2� � C/���  

+^#%Q +'�b�;# 4�-%3��jH *&9 [�Or7 	��  
  

 1�^�! �# %_!�
��΄5   ���/3 1�#�9 ��!`MDMV 
 1�^�! T��� [�Or7 >�# �%: %�{@G #
- UTR΄5  1<

 	�#�!#139  +^#�! �P1 �HC-Pro �P3   �6K1  
1<  o�G%G699 �1380 �1041  �201  *&9 �!��< ��<
) T@�1 .( 1< [�Or7 4��G��/:�! ��#%G ��bG# �<

�%! �# 	��&��# �< %k��@�  
#�5#DNAMAN 1Or7 4#
 ��Q 1<3460 1<  ��< *&9  �# 1: ��H *��  

U��#��� N�%�� ��!` 4#��<#  M�%� [
} +kI�G�:
 ` 4�F�!# 1< � 	��6K1 +� S�; ���  

) T@�2 .(  

  

  P#�        Q         (                !    

 T@�1- \ :#� ��b)� �
�5�%�@I# J�X! 4�-PCR  �
�3H �` 
�1 %  
U-#
  4�-1 �2 �3 �4  �5  4�-%3��jH *&9 a��G 4%�{@G [�Or7 o�G%G 1<MDMV1F / 1R �MDMV2F / 2R �MDMV3F / 

3R �MDMV4F / 4R   �Pot F0 / SP3 +� �,! #
 �-� . U-#
M  %k!�,! 1< w�<%�Gene ruler DNA ladder 1Kb 
(Fermentas) +����< .  

  

 

 
 T@�2-  ��!` �����MDMV %3��jH *&9 *�O7�� �	��&��# 4�- ��!` 4�
 	��  

  

  
  

  

  
  

  

  

Potf0/sp3 

MDM2F/2R 

MDM3F/3R 

MDM4F/4R 

MDM1F/1R 

                M              1                                       2            M                              3                 4    M                                M                         5      

250bp 

237bp 

1000bp 

500bp 
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S- �# v� g��
 4��G��/:�! ��#%G 1!�3� D 4���
 T:3460  4
�C/< 1�#�9 �< ���/3 1�#�9 ��< *&9

 N�%��(AJ001691.1)  ��!�Y�# 1�#�9 �
(AM110758.1) � ��H ��#%G 1<�,G >�# 4���#

1�#�9 �< ���/3 1�#�9 
� 1�^�!1< 
�:E� 4�-  o�G%G
7/95  �3/92  M�(�� >�# 1: �� >��OG �'
�

�,!  1�#�9 1< ���/3 1�#�9 %�,�< *-�8� 	� -�
+� *��7 >�# 
� ���
�C/<���< . 
� >� l�-

 �< 1���X�+G�� %���N�%�� >�%�,�< [Rj 4�-
N�%�� �< *-�8� � N#�kG �# ��3
�� U��#��� 4�-

1< >�D �# %@,�! U��#���  o�G%G9/72  �3/72  �'
�
�� 	�-�,� . +^#�! 4��G��/:�! ��#%G *-�8� �'
�

N�%�� �# U� %- �
�� 
� >��G�%� %- 	�  :�: ��! �-
1<  ���%3 >��OG #�2� [
�')T@� 4�-3 � 4  �5  �
6 .(1< +!`�/�5 *;
� 
� *��  ��#%G N��# %< 	��H

 1Or7 4��G��/:�!3460  4�F�!# 4��< *&9΄5 
1�#�9 
� : 
� #%�# +!���/3 1�#�9 +��!`  4�-

 �# 	��#�9 	�%3 � *5%3 
#%7 ��!�Y�# � ���
�C/<
>�#N�%�� T��� +-�%3 �-  ��3
�� U��#��� 4�-
+� ���<) T@�7(.  

�%� >�< 
�>��G +�
%< �
�� 4�-P1  >�%G%�C��
)8/29 �'
� (�� +���� � >��G�%� >� l�- � f���!


� 1: �#� �,! P�X)G >�#  >��G�%�P1  g�G��
*��&^  	��H153(8)D162_(31)G194_S196 � 

F207IVRGR212 +/� 1��2G 1��%� 
� 1:  >��G�%�
 1�#�9 
� �
#� \X!MDMV � #%�#  %���

+G�� N�%�� [Rj 4�- +�
%<  1: �
#� ��9� ��! 	��
� ��H *�O7�� +;%< 
� ���#I   �V <�91  ��< �9

(Rohozcova and Navratil. 2011) . >��G�%� 
�
HC-Pro +G�� 4�n0# 
� 1�� ��X�!# 4#%<  N�%��

g�G��  4�-zinc finger-like metal binding 
FRNK  �PTK 
� 1: �
#� ��9� MDMV-

IRAN  	�-�,� ��! >�%��� � g�G�� �
�� 
� 1: ��
FRNK  
�JGMV <1  4�9F �Y  *�#� ��9�

(Shen et al. 2010) . g�G�� >� l�-G1-2A6-7 

 ��< 
� 1:ORF pipo >��G�%� 
� � �
#� \X!P3  
 
� �
#� 
#%7MDMV  
� 1: �� *5�� ��! #%�#

 ��G��/:�! *�O7��2678-2685 1<  [
�'
GAAAAAAA  �� 	�-�,�(Chung et al. 

2008).   

  

  
  

 T@�3- 1�#�9 [��&G � *-�8� �'
� MDMV +G�� �< #%�# N�%�� [Rj 4�-S- N��#%< g��
1!�3� D 4���  
��#%G  	�  :�: 1�^�! 4��G��/:�! P1 �%! a��G  
#�5#DNASTAR (MegAlign)  

  

  
  

  

  
  

  

JGMV 
JGMV 

PeMV 

PeMV 
PeMV 

SrMV 

SrMV 
SrMV 

SrMV 

SCMV 
SCMV 

SCMV 

SCMV 
SCMV 

SCMV 

SCMV 
SCMV 

SCMV 

SCMV 
MDMV 

MDMV 

MDMV 
WSMV 

www.sid.ir


www.SID.ir

Arc
hive

 of
 S

ID

  �#$! �#%b! � 4
�<�,�! 4�&rb�:  1�^�! +I�@I�� 1���X�΄5  N�%�� ���/3 1�#�9 ��!` ...  31 

  

g�G�� ��9�*��&^ 4�-  ��#%G 
� 	��
>��G�%� 4���#� ��H1�^�! 4�- ΄5  
� ��!`

N�%�� +� �,! +�
%< �
�� 4�- 1�- 
� 1: �-�
N�%��\X! 	�%3 >�# 4�- %- 4#%< +'�b�;# 4�-

 �# U� %- 
� ����G�� � %��CG � 	�� >��OG >��G�%�
*��7 >�# 
� >��G�%� H \X! 
� �R�;# �0�< �-

	��IH 1< U�:+� N�%�� a��G 	��3 4��� ���%3
+� +^#�! >�# 
� [#%��CG ��2�# �< >�#%<� <  U�: #�G

1< N�%�� >�# �%� : 
� +�#��1< ���! �-  ��{� #� 0
g�G�� 
� %��CG >��G�%� 
� ��9�� 4�-HC-Pro  1:

+� �!
#� \X! 1�� �< ��X�!# 
� � ��X�!# �# e!�� �!#�G
� *�I�O5 �����)� 12��! 
���%3 N�%�.  

  

  
 T@�4- 1�#�9 [��&G � *-�8� �'
� MDMV +G�� �< #%�# N�%�� [Rj 4�-S- N��#%< g��
1!�3� D 4���  

 4��G��/:�! ��#%G 	�  :�: 1�^�!HC-Pro �%! a��G  
#�5#DNASTAR (MegAlign)  
  

  
 T@�5- 1�#�9 [��&G � *-�8� �'
� MDMV +G�� �< #%�# N�%�� [Rj 4�-S- N��#%< g��
 ��#%G 1!�3� D 4���

 4��G��/:�!	�  :�: 1�^�! P3 �%! a��G  
#�5#DNASTAR (MegAlign) 
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 T@�6- 1�#�9 [��&G � *-�8� �'
� MDMV N�%�� +G�� �< #%�# [Rj 4�-S- N��#%< g��
 ��#%G 1!�3� D 4���

 4��G��/:�!:�: 1�^�!	�   6K1 �%! a��G  
#�5#DNASTAR (MegAlign) 

  

  
 T@�7- S�
 U��!`�/�5 *;
� 1< 	��  J�
maximum-parsimony  1Or7 4��G��/:�! ��#%G N��# %<3460  *&9

 4�F�!# 4��<΄5 +��!` ) +^#�! T���P1 �HC-Pro �P3� 6K1  1�^�! �-UTR΄5 (1�#�9 �#  4�-MDMV  %��� �
+G�� N�%�� [Rj 4�-)Sugarcane mosaic virus, SCMV /Sorghum mosaic virus, SrMV /Pennisetum 

mosaic virus, PeMV /Johnson grass mosaic virus, JGMV) (Wheat streak mosaic virus, WSMV 
1< *�# 	�� 1�5%3 %_! 
� +9
�; 	�%3 #� 0.(   

 NC 003398.1

 AJ297628.1

 AY569692.1

 AY042184.1

 EU091075.1

 GU474635.1

 AY149118.1

 AF494510.1

 AJ310105.1

 AJ310103.1

 AJ310102.1

SCMV

 AJ001691.1

 MDIran

 AM110758.1

MDMV

 U57358.2

 AJ310198.1

 NC 004035.1

 AJ310197.1

SrMV

 DQ977725.1

 AY642590.1

 NC 007147.1

PenMV

 NC 003606.1

 Z26920.1
JGMV

WSMV EU914918.1

100

100

100

100

100

88

100

97

100

100

100

100

100

100

56

100

100

98

100

83

100

www.sid.ir


www.SID.ir

Arc
hive

 of
 S

ID

  �#$! �#%b! � 4
�<�,�! 4�&rb�:  1�^�! +I�@I�� 1���X�΄5  N�%�� ���/3 1�#�9 ��!` ...  33 

REFERENCES 

Achon MA, Serrano L, Alanso-Duenas 

N, Porta C (2007) Complete genome 

sequences of Maize dwarf mosaic and 

Sugarcane mosaic virus isolates 

coinfecting maize in Spain. Arch 

Virol. 152: 2073–2078. 

Adams MJ, Antoniw JF, Beaudoin F 

(2005) Overview and analysis of the 

polyprotein cleavage sites in the 

family Potyviridae. Mol. Plant Pathol. 

6: 471–487. 

Chung WY, Miller WA, Atkins JF, Firth 

AE (2008) An overlapping essential 

gene in the Potyviridae. Microbiology. 

105: 5897-5902. 

Ha C, Coombs S, Revill PA, Harding 

RM, Vu M, Dale JL (2007) Design 

and application of two novel 

degenerate primer pairs for the 

detection and complete genomic 

characterization of potyviruses. Arch. 

Virol. 153:25-36. 

Holmes DS, Quigley M (1981) A rapid 

boiling method for the preparation of 

bacterial plasmids. Anal. Biochem. 

114: 193-197. 

Jin Y, Ma D, Dong J, Li D, Deng C 

(2007) The HC-pro protein of potato 

virus Y interacts with NtMinD of 

tobacco. Mol Plant Microbe Interact 

20: 1505–1511. 

Kathrin P, Endre S, Gyongyver G, Ervin 

B (2010) Natural insertions within the 

N-terminal region of the coat protein 

of Maize dwarf mosaic potyvirus 

(MDMV) have an effect on the RNA 

stability. Virus Gene. 40:135-139. 

Maia IG, Haenni AL, Bernardi F (1996) 

Potyviral HC-Pro: A multifunctional  

protein. J. Gen. Virol. 77: 1335-1341. 

Masumi M, Zare A, Izadpanah K (2004) 

Analysis of 5’region of coat protein 

gene confirms presence of Maize 

dwarf mosaic virus (MDMV) in 

widely separated location in Iran. In: 

Proceeding of the secondary Iranian 

virology Congress. Iran, Tehran, 369-

370.  

Masumi M, Zare A, Izadpanah K (2012) 

Biological, serological and molecular 

comparisons of potiviruses infecting 

poaceus plants in Iran. Plant Pathology 

Iran. 47:47-66. 

Moini A, Izadpanah K (2002) 

Identification and purification of a 

MDMV-like potyvirus of maizein 

Mazandaran. Plant Pathology 37: 147-

159.  

Rajamaki ML, Kelloniemi J, Alminaite 

A, Kekarainen T, Rabenstein F 

Valkonen JP (2005) A novel insertion 

site inside the potyvirus P1 cistron 

allows expression of heterologous 

proteins and suggests some P1 

functions. Virology. 342: 88–101. 

Rohozkova J, Navratil M (2011) P1 

peptidase – a mysterious protein of 

family Potyviridae. J.Biosci. 36: 189-

200. 

Shen W, Yan P, Gao L, Pan X, Wu J 

(2010) Helper component-proteinase 

(HC-Pro) protein of Papaya ringspot 

virus interacts with Papaya 

calreticulin. Mol Plant Pathol 11: 

335–346. 

Urcuqui-Inchima S, Haenni AL, Bernardi 

F (2001) Potyvirus proteins: A wealth 

of functions. Virus Res. 74: 157-175. 

Waltermann A, Maiss E (2006) Detection 

of 6K1 as a mature protein of 6 kDa in 

plum pox virus-infected Nicotiana 

benthamiana. J Gen Virol. 87: 2381-6. 

Zare A, Masumi M, Izadpanah K (2005) 

Serological and biological properties 

of MDMV in Iran. In: Proceeding of 

the 16th Iranian plant protection 

Congress, Tabriz, Iran. 110. 

 

 

www.sid.ir

