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Figure 1- Internal symptoms of grapevine trunk diseases observed in Kerman province:
(A)- Black spots, B-Central necrosis, C- Co-occurrence of irregular necrosis and black
spots, D-wood decay and wood discoloration, E-Wedge-shaped necrosis in cross section
(a) and a dark stripe on the wood surface just below the bark (b), F- Black wood

streaking.
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Table 1- Number and frequency of fungi isolated from symptomatic tissues showing of

diseased grapevines in Kerman province.
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Figure 2- A 750 bp amplified fragment from beta tubulin gene of Phaeoacremonium
isolates using T1 and Bt2b primers on 1% agarose gel: lanes 1 to 3- Pm. aleophilum
isolates, lanes 4 to 6- Pm. parasiticum isolates, lane 7- negative control, lane 8- DNA

marker (100 bp).
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Figure 3- A 600 bp amplified fragment from ITS region of Botryosphaeria dothidea
isolates using ITS4 and ITSS primers on 1% agarose gel: lane 1- DNA marker (100 bp),
lanes 2 and 3- Botryosphaeria dothidea isolates, lane 4- negative control.
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100
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0JX133243| Phaeocacremonium parasiticum (KERPR1)
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GQ144702.1| Phaeocacremonium parasiticum

AF246804.1| Phaecacremonium parasiticum

HQ605022.1| Phaecacremonium parasiticum

100 AYS579304.1| Phaeocacremonium alvesii

an
AYS579302.1]| Phaeocacremonium alvesii

gg g AY579297.1| Phaeoacremonium australiense

100 AY579296.1| Phaeoacremonium australiense
AYS579299.1| Phaecacremonium subulatum
1000 AYS79298.1| Phaeocacremonium subulatum

a5 EU128091.1| Phaeocacremonium scolyti STE-U 5956

AYS579292.1| Phaeocacremonium scolyti CBS 112585

100 AF246801.1| Phaeoacremonium rubrigenum
g5 EU128074.1| Phaeocacremonium griseorubrum
98 1 EU128075.1| Phaeocacremonium griseorubrum

JQO038919.1| Phaeoacremonium sicilianum

JQ706169.1| Wuestneia molokaiensis
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bz sl 445 5 Phaeoacremonium parasiticum y Phaeoacremonium aleophilum &l
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Ll 0dd Ol Outgroup Ol g 4 molokaiensis

Figure 4- Phylogenetic tree based on the comparison of B-tubulin gene sequences
between the Phaeoacremonium aleophilum and Phaeoacremonium parasiticum isolates
from Iran and the other isolates of Phaeoacremonium species from GenBank using
MEGA 5 software. Wuestneia molokaiensis was used as outgroup.
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Abstract

To study of fungi and symptoms associated with vine trunk diseases, various vineyards
in Kerman province were inspected during spring and summer of 2012. Samples showing
decline symptoms were collected from trunk and branches of vines. Fungal isolation from
affected tissues were done on malt extract agar medium (MEA) supplemented with 1 g 1™
streptomycin sulphate (MEAS). A total of 476 fungal isolates from diseased grapevines were
obtained. Fungal isolates were identified based on their morphological and molecular
characteristics. Morphological identifications of Phaeoacremonium spp. were confirmed by
sequence analysis of partial B-tubulin gene (BT) sequences amplification using primers T1
and Bt2b. Botryosphaeria isolates were also confirmed by amplification and sequence of the
internal transcribed spacer (ITS) region using the primers ITS4 and ITS5. The most common
fungi isolated from vineyards were Phaeoacremonium aleophilum and Phaeomoniella
chlamydospora with 103 and 30 isolates, respectively. This is the first report of molecular
identification of Pm. aleophilum, Pa. chlamydospora, Pm. parasiticum and Botryosphaeria
dothidea associated with different internal symptoms of vine decline in Kerman province.
Key words: Beta tubulin, ITS, Vitis vinifera.
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