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Figure 1- Electrophoresis of 858 bp PCR Products on 1/5 % Agarose gel.
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Figure 2- Comparison of the amino acid sequence of cytochrome b region in native
chicken of Khorasan and domestic chicken.
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Figure 3- The nucleotide sequences of cytochrome b for four native chicken of khorasan
samples with length of 780.
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Table 1- Nucleotides relative frequency percentage in cytochrome b region in native
chicken of khorasan and Domestic Chicken.
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Figure 4- Phylogenetic tree based on consensus sequences of Khorasan native chicken
and other chicken breeds are taken from GenBank along with their accession numbers.
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Abstract

Maintain genetic diversity in population of native chickens is very important. They are
as a national investment and the small size of their populations. Studying cytochrome b region
of mitochondrial genome in between or within breeds can give useful information about
genetic diversity of the population to be studied. The purpose of current study was genetic and
phylogenetic investigate cytochrome b region of mitochondrial genome in native chicken of
Khorasan. In order to, blood samples were collected from 5 native chicken of Khorasan. After
extracting DNA, fragment 858 bp of cytochrome b region genome mitochondrial amplified by
primers was designed and fragment amplified after purification was sequenced. Two different
haplotypes were determined based on two single nucleotide polymorphism sequence and the
final sequences of each haplotype with length approximate 780 bp which includes 26/25 %
adenine, 13/57 % guanine, 36/36 % cytosine and 23/82 % thymine. Using the UPGM
phylogenetic test results showed that the native chicken of Khorasan is in group of Asia
chicken and has the lowest genetic distance with native chicken of china.
Keyword: Phylogeny, Cytochrome b, native chicken of Khorasan, Genome Mitochondrial.
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