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Fig. 1: Growth response of A4. littoralis to different levels of NaCl, 1 week after subculture, a) control, b) 200 mM, c)
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both 200 and 400 mM. that shows more toxic effects of KCI than NaCl
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Fig. 3: on and off regulation of transcript in response to NaCl in roots at three levels: 1) control, 2) 200 mM, 3) 400 mM
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