-, &

“V—"V W ;\“Q\ CJ\:..-.‘} 5\ Z,\.q.& L\ ;J"é

(Pomadasys kaakan Cuvier, 1830) Jooxo gl Bbo o> jL>lw

o3 gl O AFLP Jo%Ig0 sl ySiLid 31 ooliiun! b

¥ 2 \ é A Y z . ) <
B el Ao 9 (K )l By ¢ (ghasme (shge ¢ S0l Lo, e ool e gVl Jodems

j@"':"‘j"‘Jé"':"“J" L;v_b_)é U}.J}r)l& °@‘>‘L§Llj>fjl“‘ amhclﬁubwug@ij o};)lijbﬂ:‘—\

JQ,IJ?‘)@.;.AJ;- &Ll)boﬂj€)lﬁel§:.$\> cb;_v_l;_)é r}k« bm‘ﬁch))wu@..ljaj;—\“
J€"“’}" cw)u@l;;e@\é ‘w)be.l}duwﬁ}}ljuwb JSJ‘ c)liél:.\.n\ -y

WANAA/8 s Bl WANVAEM) sl s

Email: Salari@kmsu.ac.ir :aJlis J guws ol 35 =

ok

OF/YO"E) Osbl 3l 503 V¥ sl .3 Sreslinad AFLP J S50 sla Sl 51 (bt 5
WWor" N 5 08° WG B) b, 5l @sed V) 5 (Y27 AT YYAY" N 5 A OV’
ST S 5 i Sheslial b asslael BB L PV 6 gemme 53 i (goslma (YW N
Sl Ao s (Ao s YVFP) Loy K3t gl Sl st M &S U edalie ECORI/Msel
i g ko PADA le iy ool 5 5 AVEY OBLT oKl s K8 e
S Aanlous (UYYY) by ool 5 zis ((FTY) ObsLT ol s SR TN
ol (S5 Aol WSl ol cas S3IS1 5 Jame Ll 5w 05 e 1 O e
&&5#&)3.3\3 QL:.J VARRS b 4&“.)@63))» e&‘))&ﬁj A.Lachel g_ﬁ.iJwa
f&})‘yjﬁ'd:)w JJ\S‘}! EJQLSQL:{ASJ‘J oLEs bW)b &U}-)\ C‘éb 6j<“
dole L 68 ol 281, o8 cpimman A3l o el 5 OBUT bl 3 Jsens
5 Ol bl o 658 ol 35 Ope 3 ol SOl & il Sales SLlS LSl as
S ol lagad 5 (S5 ol 45 Lol Gluper s e CHES by
G gas a5 culs JLbl 015 o 5 03 I KouSS 3l lacume olSausl 53 oo PCA ST
RS VoUW Y v.a )‘ (BT Core 93 U’"L'OJJW eK“w..:‘ E) Q‘JLT QK:M.:‘

Pomadasys kaakan . Jsers S S KK AFLP (08505 als

o

YV



www.SID.ir

N“H JL'MJ;’ ;Jw" 4‘)_}.’

68 ol glsb 28l omes (Fakhri et al., 2011)
53 50T L VAAY Jle s 5 T Sl cu S slac s
.(Al-Husaini et al., 2002) <ol ol 551551444 Jla
GOl e LS oy n S8 Sl

s 23 lsl 5 S Il Sy nde Gl
53 AFLP $Lis (Han et al., 2009) wsb . 5L
Solotonw Jod S5l S35 Slagdll 51 6ok
SRS g dealE e plebis (S0
23 RS D g 5 Corer Llle LT kS
(Faghih  ale L3 51 oLos Slosrse 51 ol

ahmadani, 2011; Habibi, 2009;
Yarmohammadi et al., 2011; Pouryosefi,

Sas (Wang et al, 2004) K. (1385)
(Xu et al., K = ;5 (Lallias et al., 2007)
sla Lo 51 ol al 53wl ol eslizel 2011)
S s Sldllas 51 gsles 55 AFLP S0 5
5 0s2 053 Al (Sl Rl el Olalens )
el S sy B Sl L
Solis VL b8 Sl a8 eslazal Ol Ll
(Faghih ahmadani, 2011; Habibi, 2009; <...!
Yarmohammadi et al., 2011; Pouryosefi,
S b Sl 58l o= s 2006)
LS 51 olems S5 g5 —Wlae ;> AFLP
ST 5 ek b el sLs e OS5l s
(Congiuet sl as S )13 )3y 50 oudbl sl
al., 2002; Ludwig, 2008; Gwo et al., 2008)
S a0l e anllas ol sl Sl s S
pde 5 Se55 65 5o 2 O b 5 65 cul ples
oo B S oslal Jlasl glacimesr I 8T
STty 5 kst 51ty Conds 0,

il 5 yaie Oy 8l opl Gl &S slEl Jlal

YA

Ol G55 5 p4le

4adde
iy GSSSS 5 SS 'AFLP SO, Sl
Saids By, 5 S8 @Kl s sl
s e SOl ol (Vos et al, 1995) ..l
5 A 5 PCR) s 5l slo i3 5T
T Lalls « Lil o RAPD , 'RFLP sl s,
(Liu and Cordes, 2004) <.l o585 G,b o |,
S5 Ok &S ol ol AFLP Sl ol & e
Shoesls sl DNA - 636 s, 5l s ol
ekl el S1 A d5 S s s IS slasl,
(Okumus and Ciftei, 2003) S o Iy o33kl
LIS AFLP (s J 5050 gl Sobe b alis 3
SSB Dpd s S5 L b s oYL s Ses
PCR (2515 53 5JUT LG (sla S5k sk sl 5 VL
(Yarmohammadi et al., 2011) wsb .
Pomadasys e U L Jsems Son ale
23 ol s S 51 S kaakan (Cuvier, 1830)
s (Valinassab et al., 2006) 4l o .0 o
Sty W 31 G50 51 A el L 0T RS
PSS L osr S a s OO B dles
(Smith and Mckay, 1986) <l sis 3,158 LI 2ol
Sl Gl 3 &S ol o 4 arls 455 oyl
et LS o 3 JS 5 Glasle i L3I IS
L a5 Glo e Gble s Ol Olals
<Yl 4w .(AL- Abdessalaam, 1995) Lpd e
550 Sl ed e old T s Jsens K
3l hals YooV Jle s o5 VEA 4 1444 Jle s

1. Amplified Fragment Length Polymorphism
2. Polymerase Chain Reaction

3. Restriction Fragment Length Polymorphism
4. Random Amplified Polymorphic DNA


www.SID.ir

I Kan 4 ":Jb/’",b ‘;JYL.«

o (o K o mor Sl iy

Ay o Bl ool md slaass s Slllas
CTAB s, 5l eslizal L DNA | szl
adshe s dw s (Jaferian et al., 2010)
sladeul 51 S laslda 5 oS5, 035 T
Ve JyUI L DNA Gsls gy ol o 5 SIS 5
CotS 5 CaeS e Slp S35 Doy A
S ey il g sy 5l el 2l 5aul DNA
58T U5 s 555,801 5 (UVII0L Jas WPA)
(Power supply EV200 Ju.. (Cleaver) iws s
s Vos s, lul o AFLP sty a5 S el
iy bl Ol SA L (0440) OKes
ool e sl 5 Sldlas S e s edldang

L3S el

Bl Eeas Gap s 2SS w5 LS Sy
by dled eal 3 0T 5l 3lasdl (615 e 4 ke
3 oSl by, s Gl b o aadlas
G s b b 5 Jsens K (S5 g5
Lo Lls s AFLP S, Sl s

L sy 9 3lse
S Jpere K Wl S5V Sl (a5
53 (Y42 QA YY/AVT N 5 YA 0Y' 08/Y0" E) olsLi
VAVI'E) S B sel V)5 Ol ol
51O 5 8 olead s (WO AA" VY0P N 5 08° YV
oA IS ool gbollis ol Lo il Joe
w2 LSl SOLY i () JSKE) as @jw
S oKabsl 4 5 oo Gl S s sl

w)b@égwg}}‘yjboﬁ 6)15,343}»4'5[.&@@;4 &;«.:33‘9.6\ JS.?»

Y4

WWW.SID.ir


www.SID.ir

"“H JL'L.«.GJ';’ :Jw" ;JJ.’

5l g 8 ST i £ 5l eslizad b sl o5
(Tang et al., 2004) 1 plnil (o odal V J s

Wl 585 I 5 bl 5 gl S5TY Jpr
(Tang et al., 2004)

2B S gla ST A5 S 5 Iy

GACTGCGTACCAATTCA AG
E-AAG/M-CAC

GATGAGTCCTGAGTAAC AC

GACTGCGTACCAATTCA GC
E-AGC/M-CAT

GATGAGTCCTGAGTAAC AT

GACTGCGTACCAATTCA AG
E-AAG/M-CCG

GATGAGTCCTGAGTAAC CG

GACTGCGTACCAATTCA CA
E-ACA/M-CAC

GATGAGTCCTGAGTAAC AC

GACTGCGTACCAATTCA CT
E-ACT/M-CAT

GATGAGTCCTGAGTAAC AT

GACTGCGTACCAATTCA GC
E-AGC/M-CCG

GATGAGTCCTGAGTAAC CG

Sk U5 S5 AR S Sl ol Y
O sles 5 Sl A Ll saogs 8l LS
DNA sequencing gel oKxws) 5545 531 a3
Sl S5 558528 51 g s S (Bio Rad Ju
L oly @S 5l Al el 0,8 Sl i 4 J5
oot L asslael i 505 Ko ool o
B ogrs 5 Lbossms pde Glp S 4 S e
Sased s bl Gl b 235 o)se
(Peakall GenAlex Version 6 ,lile 5 ;| PCA
(Yeh et al.,
OLiS &S lad o o 5 a5 S eslixal 1999)

PopGene , and Smouse, 2005)

Hierarchical ij, Lol ol 550 ol 3 suas

A2 plxil SPSS Version 16 51 33le 5 > Cluster

Ol G55 5 p4le

5l Al 0 L (856 T e DNA

sds b Msel 5 EcoRID 5 glag 31 51 plas
ah 350 anslp 5 5iS Fermentas oS 0 L g
Jsloms cp 55 JalS on 5 5hte o i S 15 e 5
35 5 4 YV gles s cele 0 Dde 4 ST
5 e S B S e R sl s sl
Msel 5 EcoRI glaail Joe sl bz on e
EcoRT 5 ; slag 5l L snlsl g8 53 o AL 0
oy YY gls s cele VY e s Msel
(il Jlail e 53 DNA 63,55 5, Slelas sles|
5 @Bl P S e s (b oldd SO
L oShael slomss U281y 288 bl |
> 0,3 Corbett Research oSiws ;1 esliza
Fooam s A (Ll as o YO U sl iy 2SS
Wl P e s VY 5 asl Fe as s 08 sl
E01=5"- S5 L oL, S56T 51 el U
M02=5'- s GACTGCGTACCAATTCA-3'
o] L 5 GATGAGTCCTGAGTAAC-3'
Yosksl s Sl HSs Ky e oS
ROt el il 5= (EcoRI+FA 5 Msel+C)
G 2SS S Jele SV e ST s W e s
RS SS g s e G35 00 Cend 4 oLl
s S eslinad sl ug S S oaw L gbas)
$lp AYOC Gl 53 wids ¥ Ll Sl sbees
Glos Lot o Yo OF 51 e s adsl 05 sl
aoax VY 5 s Y 4 s PO SBY a s A
Jlail slos sl a2 VY 3 &S aids ¥ o
gl x5 8L als V00 Ol 4 Sl
v oSolg o s s b oF°C gl L swilesl

J=le 38 515 s VY gls o 4B Y Sl


www.SID.ir

IKan 5 g3UT Lo 5,V

o (o K o mor Sl iy

2 S Jlie sy Aoy FAA L e
DY sy Sl 3 5 T O] oSy
e ool (S5 Aol S5l il dle
aadllas 350 ool 55 e LS55 ahuols ((Nei, 1987)
255 ol Hluie sl 4 a5 baS sl L v/NY
38 S8 S 51 blares 015

b s o) 5 ST el (slaiyoi PCA sy
baelSos) Lo pds 313 13 s SLIS (slass 5 5 1
coys (F K8 calgl e S5 alol saasolss
sl s Hierarchical Cluster s, bl S5k
5 Ol oKl 3l e Lg,j@? Ssers S ale
(F JS2) 5,8 S5 o SO0 ol

Froms 53 Ges pl po a8, S 4 Skl s i
Lo OF LM oS L5 5 s asslael LB WL Y
S et oS 5 Glagly sliel Loy SO
Lo slals slaw 540 B TR 51 eslinad 550 sla Sl
Sl sl Sle g i sde VAL P 31 S
Skl oy 5 PATY ol > a 55 ol oas 3kl
Al VV/FS IS S
E-AAG/M- ; E-AGC/M-CCG' s S5 S 5
5 (YY) pedosn gy doss (nite i« CAC
Lsls oLz5 andllas 5550 (Slacamax 3 1, VYY) o xS
A3 el 5 AL Oljee a4 5 L g 53 (Y IS
Sl s 5 MFT OB ol 55 JSs t slal

E-AGC/M-CCG du;)l:j g_,»;sjs .]a.sz ol .L»ij))}ﬁ}fﬁ‘ JJY JS;:

Yere BV 63 gk>s > (100 bp DNA Ladder) oslazal 340 ;)LA (ol UAL&).,L: eKLwJ_‘ J.<JL:: P0p2 9 u‘JbT eL{L..i‘ J{)L:) POpl)

Sl 03 52 5L 5kS

AR

WWW.SID.ir


www.SID.ir

’r‘Q’JL'Mj;’:Jw";JJJ Q}{:.:J}:jj'ﬁj-“

+e
¢

~
-g \ " ¢ Y #Popl
0 L ]
“ Pop2

o 0 0

Coord. 1

(Pop2 ols s oSl 5 POp1 OlsLT olisl) (6515 5 503 (sloelSausl (5 PCA LT 51 Lol ls 500 ¥ K5

cASE (u] 5 10 15 20 25
Label Num +4———=——==- G ———— e ———— e o ————— +

ovles jacs sBouasl | 22

N YIS QRE-ZIY

SIlely 355 (65ls e sed S Yo r Sl ool by OlsLT gble glad sol plod sl sladip lasel ¥ Jss

u.a.;ﬁ;:.ﬁ LY L;.'.YL' WJJAJL”' Cle “ Lol cCA.wb‘: ":.)
spms Swp il oS Bl s posas ad e Sl S5 plod ol (5,51 AFLP J 050 S5
(Bonin et al.,, b o b Sl o 5061 5oyl b 0p sobas 3l a0y Sl K

Y


www.SID.ir

I yKan 4 ‘;.sb/’",& s Yl

e (s K o mor Sl iy

Tl 53 1 (K85 55 Ll bt 85 slcurer
ol opl sl (Zhao et al., 2007) Ll & (gL
S 8o Gelarer oS 303 3y 5 Jlans
AU axils 3 g5 OsUT wilae 55 J sens

S5 Ol il e Ypens ol Olale
oo b SO Y o STy el s w
Sl Gl S sbade s pde ol es 4 gL
(Hewitt, 2000; Yu tas o 0L |y Sl sman Gble o
U5 p el Jsers S £S5 et al, 2010)
S glassY 5 o 0o Lla L OWL gl (VL
ol O bl s ol 1 st 6 S ) il e
oS (55 D S 0l 0L Rasy nl s s
5oy CHIESE s a0l mE s s
303 a5y S S oLl elie jo L)Y sl
Srrs 5 JHbobale 28 el cpl s Yeam! &
S Soskd ooy b sl cad sdlly s s
Sl i ol boaS sl 0l | sl oS
wlar dolb s o S35 ahe sl Sales
Sl S Bl e Sl Sl il sy Camexr G 050
(Yu et al,, 2010) >:& 555 Was,¥ L o
Jds s Vet 658 ol GlasY 5 b ol b
sl ) (S gla el 5 1S (5o, 5 S
Lo 5 055 Ol Bl Aile o L (552055 Gl
s sl b SOl a e Ghle o
Col ods oIS Gadus morhua <5 s S
Osbl 5 el oKl 55 (Pogson et al., 2001)
52 eled 5 Als ol SuG b maslS deag Sl e
S o B e Ozl skt Gk ) Coner
S5Ok a8 e mls Jles s 4
el izt 3 ol Olale s oS

Cgx o oKl kis oS RFLP L awlis ;5 2005)
ol A5 IS g 5 s e sl DNA JIg5 55 &oslis
Ml 5l bzl olels OISl AFLP s
b s pl omes XS el S L A
RFLP & oo |, (ot gl slaigr loli
»AFLP SO ioean (Vos et al, 1995) ol yls
o g G5 B as jual Jlasl Ll
51 (Folkertsma et al., 1996) ;5 . (’b,u‘l LS o0
& s (i Qb o 8051 S35 (glnosls o Ll
sl 5 W SIS gl licon, glaesls
slasls 0 Gl 5 Lyt (S35
S a5 25 Sl b 5 SOPA
Llyis S5 g8 on B e v s
Lo B o 3 s e o 03 (S5
(Sivasundar il (55,0 Jase Ll i Ol i s
& Biemann, 2005)

Sldlae js oS cils ols Yoo JLe s Freeland
Slpl Sty cibse glaa S 53 JS0e 54580
o Jule andlas cpl 5 Js cnl i 4 4zl
w3 b e (P kaakan) Jsers S b
bl o3 Yol aS el O 51 3l el s s
2 B sl 2S5 oarlee 5o 6t i
LL ol paised J S5 SIS 4 by Slalas
ISl 5l b g ol b 3 Al sl SLIS
(Salari-Aliabadi et al., 2009) . aal = ol

g5 bl OBl o) sladised (rask ol 53
Al S sy ey ol 4 g i (S5
O35 Sslize e a4y (S5 Glacsls 5, Sl 5 e
Sl ey I3 S adae (gl SIS Slo st

LS o i Samer S5 (S8 b Sl Al sl


www.SID.ir

N“H JL'MJ;’ ;Jw" 4‘)_}.’

Sloodd 5 KiS

2o 055 5 pde MKl (Kan b Ghasn (pl
b s sl tasn 5 Sllas S s gk s
ol 3 il sl ool gdp sl gl oS
3503 G Ty b Guimd ol oSS 5 Ll s oS (gl
i 15 5 S

@L:.a

1. Ahmdany Faqih, A. 2011. Study of genetic
diversity of Liza klunzingeri by using
amplified fragment length difference
markers (AFLP) in Hendijan (Khuzestan
province) and Ziyarat creek (Bouchehr

province), Master's thesis of Marine
Biology, Islamic Azad University of Ahvaz;
113 p.

2. Al-Abdessalam, T. Z. S. 1995. Marine

species of the Sultanate of Oman, Ministry
of Agriculture and Fisheries, Sultanate of
Oman, 46 (95): 156-169.

3. Al-Husaini, M., Al-Baz, A., Al-Ayoub, S.,
Safar, S., Al-Wazan, Z., Al-Jazzaf, S. 2002.
Age, growth, mortality, and yield-per-recruit
for nagroor, Pomadasys kakaan, in Kuwait’s
waters, Fisheries research, 59: 101-115.

4. Bonin, A., Pompanon, F., Taberlet, P. 2005.
Use of Amplified Fragment Length
Polymorphism (AFLP) Markers in surveys
of Vertebrate - Diversity, Methods in
Enzymology, 395: 145-161.

5. Congiu, L., Fontana, F., Patarnello, T.,
Rossi, R., Zane, L. 2002. The use of AFLP
in sturgeon identification, Journal of
Applied Ichthyology, 18: 286-289.

6. Fakhri, A., Hajeb, P., Shadi, A., Kamalifar,
R., Mirza, R. 2011. Growth Parameters and
Mortality Rates of Javelin  Grunter,
Pomadasys kaakan, in the Persian Gulf
World, Journal of Fish and Marine
Sciences, 3 (4): 346-350.

7. Folkertsma, R. T., Rouppe Van Der Voort,
J., De Groot, K. E., Van Zandvoort, P. M.,
Schots, A., Gommers, F. J., Bakker, J. 1996.

Yf

Ol G55 5 p4le

S Ll SO b)Y abos Sl se ) ok
G o o gl Ol adey 4 Wls s
35 ol eses i > (Han etal, 2009) aub a8,
b k2l oS5 ) 26 O B e Gl bt
o 4 2505 3 gy Oles Gls sl & 55k
L 555 o o S (g0 S5y et S5 U g
3 S bl mlE s e G w
oo opl iy s OBUTL Ol g2 ol g 0 oSoen
loslas¥ 5@l olabe 81, 5 ooxle o
Olse 4 &8 @osb 4 dil S5 Kl e Jsane S
P S e gl Zol (S e S
(Kampf & Sadrinasab, ol sii ule iy 51 Olsll
2006)

Spge sl 53 o S5 Aol 4 oarg L
5 (Nei, 1987) 5 oo elaly (/1Y) axllias
S beaae 015 o PCA JUT 51 Lol 1 e
] gladi gl 45 il Sl 528 S Ku
N LIS (IR R L PRI
B8 55 5 455 Camexr S Sy S LBl a0
sl e ol 3 5 A sl sliel Sl
YO e cgmer /Y0 5 aS Aol Ysene 5 ol
Ll &3S Olge w0 VO Sl i 5 555 5 VOGS
(Norouzi, 1386) x5 e lem

S5 LT s sl Ol ol tags mls
Sl ol sy SGAFLP J S50 S5 el
LT Sl 5 b @058 o 55 S35k Lils, )
St A3 Sl & J sS4
Sl (Stishd andlas 5o Ll e )l 5L g e

.szf)\}ezu.iﬂ:\b)y&bﬁy)"

SeSs ol &S

1. Density Driven current


www.SID.ir

I yKan 4 ‘;.sb/’",Lc s Yl

18.Nei M. 1987. Estimation of average
heterozygosity and genetic distance from a
small number of individuals, Genetics, 89:
583-590.

19.Norouzi, M. 2007. Study of population’s
structure of Acipenser stellatus in the
Caspian Sea using microsatellite molecular
methods, PhD thesis of Marine Biology,
Islamic Azad University, Science and
Research Branch, Tehran, 169 p.

20.0kumus, I. and Ciftci, Y. 2003. Fish
population genetics and molecular markers:
II. Molecular markers and their applications
in fisheries and aquaculture; Turkish Journal
of Fisheries and Aquatic Sciences; 3: 51-79.

21.Peakall, M. and Smouse, A. 2005. Gene
Alex 6: Genetic Analysis in Excel;
Population genetic software for teaching and
research. The Australian national university,
Canberra, Australia.

22.Pogson, G. H., Taggart, C. T., Mesa, K. A,
Boutilier, R. G. 2001. Isolation by distance
in the Atlantic cod, Gadus morhua, at large
and small geographic scales, Evolution, 55:
131-146.

23.Poursayfi, R. 2006. Sex determination. in
sturgeon Acipenser stellatus by using AFLP,
Master's thesis. Ferdowsi University of
Mashhad, 70 p.

24.Salari Aliabadi, M. A., Rezvani Gilkolaei,
S., Savari, A., Zolgharnian, H., Nabavi S. M.
B. 2009. Population genetic structure of
cobia (Rachycentron canadum) revealed by
microsatellite. DNA. markers; Journal of
Applied Biological Sciences; 3 (1): 96-100.

25.Sivasundar, A. and Biemann, C. H. 2005.
Genetic evidence of postglacial population
expansion in Puget sound rockfish (Sebastes
emphaeus), Marine Biotechnology, 7: 223-
230.

26.Smith, M. M. and McKay, R. J. 1986.
Haemulidae. In M. M. Smith and P. C.
Heemstra (eds.) Smiths' sea fishes, Springer-
Verlag, Berlin, 564-571.

27.Tang, T., Huang, J., Zhong, Y., Shi, S. 2004.
High-throughput S-SAP by fluorescent
multiplex PCR and capillary electrophoresis in
plants, Journal of Biotechnology, 114: 59-68.

e (s K o mor Sl iy

Gene pool similarities of potato cyst
nematode populations assessed by AFLP
analysis, MPMI-Molecular Plant Microbe
Interactions, 9: 47-54.

8. Freeland, J. R. 2005. Molecular Ecology. 1

st ed., John Wiley and Sons, Ltd. The
Atrium, Southern Gate, ISBN 978-0-470-
09062-6, Chichester, West Sussex, England,
400 p.

9. Gwo, J. C., Hsu, T. H., Lin, K. H., Chou, Y.

C. 2008. Genetic relationship among four
subspecies of cherry salmon (Oncorhynchus
masou) inferred using AFLP, Molecular
Phylogenetics and Evolution, 48: 776-781.

10.Habibi, A. 2009. Separately feasibility of
spring ‘and -autumn migratory sea trout
(Salmo trutta caspica) by using AFLP
markers; Master's Thesis, Tarbiat Modares
University, 69 p.

11.Han, Z. Q., Lin, L. S., Shui, B. N., Gao, T.
X. 2009. Genetic diversity of small yellow
croaker Larimichthys polyactis revealed by
AFLP  markers, African Journal of
Agricultural Research, 4 (7): 605-610.

12.Hewitt, G. M. 2000. The genetic legacy of
the Quaternary ice ages, Nature, 405: 907-
913.

13.Jaferian, A., Zolgharnian, H., Mohammadi
M., Salari-Aliabadi, M. A., Hossini, S. J.
2010. Morphometric study of
Eleutheronema tetradactylum in Persian
Gulf based on the truss network, World
Journal of Fish and Marine Sciences, 2 (5):
401-403.

14.Kampf, J. and Sadrinasab, M. 2006. The
circulation of the Persian Gulf: a numerical
study, Ocean Science, 2: 27-41.

15.Lallias, D., Lapegue, S., Hecquet, C.,
Boudry, P., Beaumont, A. R. 2007. AFLP-
based genetic linkage maps of the blue
mussel (Mytilus edulis), Animal Genetics,
38: 340-349.

16.Liu, Z. J. and Cordes, J. F. 2004. DNA marker
technologies and their applications in
aquaculture genetics, Aquaculture,?238: 1-37.

17.Ludwig, A. 2008. Identification of
Acipenseriformes species in trade, Journal of
Applied Ichthyology, 24 (S1): 2-19.


www.SID.ir

"“H JL'MJ;’ ;Jw" ;JJ.’

Ghasemi, A., Hassanzadeh, Saber M.,
Nowrouz Fashkhami, M. R., Baradaran
Noveiri, Sh. 2011. Investigation of sex
markers in persian sturgeon (Acipenser
persicus) with using of AFLP (Amplified
Fragment Length Polymorphism) markers,
Iranian Journal of Biology, 24 (6): 943-935.

33.Yeh, F. C., Yang, R. C.,, Boyle, T. 1999.
POPGENE, Version 1.31: Microsoft
Window-Based Free Ware for Population
Genetic Analysis. University of Alberta,
Edmonton, Canada.

34.Yu, C. G, Han, Z. Q., Ji Zheng, J., Li Jian
Xue, L. J., Gao, T. X. 2010. Genetic
population structure of Ovalipes punctatus
revealed by AFLP markers, Scientific
Research and Essays, 5 (13): 1649-1654.

35.Zhao, Y., Li, Q., Kong, L., Bao, Z., Wang, R.
2007. Genetic diversity and divergence among
clam Cyclina sinensis populations assessed
using amplified fragment length
polymorphism, Fisheries Science, 73: 1338-
1343.

A4

Ol G55 5 p4le

28.Valinassab, T., Daryanabard, R., Dehghani,
R., Pierce, G. J. 2006. Abundance of demersal
fish resources in the Persian Gulf and Oman
Sea, Journal of the Marine Biological
Association of the United Kingdom, 86: 1455-
1462.

29.Vos, P., Hogers, R., Bleeker, M., Reijans,
M., Lee, V., Hornes, T., Frijters, M., Pot, J.,
Peleman, J., Kuiper, M., Zabeau, M. 1995.
AFLP: A New Technique for DNA
Fingerprinting. Nucleic Acid Research, 23:
4407-4414.

30.Wang, Z. Y., Tsoi, K. H., Chu, K. H. 2004.
Applications‘of AFLP technology in genetic
and phylogenetic analysis of penaeid
shrimp,  Biochemical Systematics and
Ecology, 32: 99-407.

31.Xu, Q., Cheny F., Shin, P. K. S., Cheung, S.
G., Chen, Y., Ke, C. 2011. AFLP analysis of
genetic  variation among three natural
population of horseshoe crab Tachypleus
tridentatus along Chinese coast, Chinese
Journal of Oceanology and Limnology, 29
(2): 284-289.

32.Yarmohammadi,

M., Pourkazemi, M.,


www.SID.ir

O Kan 5 g3Ul Ao oy Yl o (o K o mor Sl iy

Study of population structure of the Javelin Grunter, Pomadasys kaakan

(Cuvier, 1830) using AFLP molecular markers in the Persian Gulf
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Abstract: Twenty five individuals-of Javelin grunter, Pomadasys kaakan,
collected from Abadan (29° N and 48° E) and Bandar Abbas (27° N and 56°
E) stations along the Persian Gulf, was analyzed for relationship between
two populations of this species, using Amplified Fragment Length
Polymorphism (AFLP). A total of 410 putative loci were detected by six
primer combinations, 88 of which were polymorphic (21.46%). The
proportion of polymorphic loci in the Abadan and Bandar Abbas stations
was calculated 88.64 and 68.18%, respectively. Average of heterozygosity in
the' Abadan (0.330) was higher than Bandar Abbas (0.222), which may be
correlated with the environmental and ecological conditions of these
stations. Nei’s genetic distance for the two populations was estimated 0.112.
The phylogenetic tree revealed a clear distinction line between the two
populations, supporting that dispersal of eggs and larvae in the Persian Gulf
is spatially restricted. Pattern of isolation by distance was observed in this
species, indicating that the gene pool of P. kaakan in the Persian Gulf was
not homogeneous. The results also showed that AFLP is a potent technique

for genetic fingerprinting and species identification.

Keywords: AFLP, Genetic fingerprinting, Javelin grunter, Pomadasys

kaakan, Persian Gulf
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