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Primer Number of Polymorphism percentage Number of polymorphism Size of amplified fragments
name allele (POL) allele (bp)
Oligo 345 18 88.9 16 250-3000
Oligo 340 19 89.47 17 300-2400
Oligo 349 15 66.66 10 300-2400
Oligo 211 11 81.81 9 240-1200
Oligo 33 11 72.72 8 250-1600
Oligo 12 10 70 7 150-1300
Oligo 42 12 50 6 150-1400
Ols 14.13 73.77 10.63
Mean

o 2y90 Waiged I (B pd S5l (a3uil (NI Y U

Figure 1- The band pattern of markers in some genotypes studied.
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Figure 2- Dendrogram grouped wild Saffron samples by UPGMA method. (sample codes and location of collection can be
seen in Table 1.)
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Table 4- Genetics parameters calculated between Saffron populations
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Casen Fin Pl slas - .
Population Number of o Ne* oy u‘ﬁf:"’
sample Na | UHe
5 ol 3
o ool 1 0.761 0.040 140 0+0 040
North Khorasan
$92) ol 8 1.18640.057 1.203+ 0.166+0.026 0.121+0.019
Razavi Khorasan
9> ol 2 0.867+0.046 1.0444+0.016 0.037+0.014 0.0344+0.013
South Khorasan
M|
ITarh 7 1.23940.058 1.258+0.037 0.204+0.208 0.0152+0.021
oliile 8
3 1.21240.055 1.203+0.032 0.172+0.025 0.014+0.021
Kermanshah
i
o) 5 1.54+0.053 1.439+0.041 0.343+0.030 0.264+0.023
Lorrestan
oSke
Mean 1.134+0.023 1.191+0.013 0.154+0.010 0.119+0.008
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o=l gy LS a oLdlus adlhio) e 5l Sl olyas;

9 Lacuren (g blurer o daCures (9,0 £45 (5850

Db o)liS e [eAS 5 < NOF VAV sy 4y adisS

I=Shannon's information index UHe # Heterogeneous corrected index Ne* = number of effective Na*=number of observed allele

Sy )3 alumex &5 C8)5 wonl Gl oo cnlplu
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,S5Lasvo (Namayandeh et al., 2012) 1) Sen 4 oaisles

Crocus sp. (shcuzes (JoNge il yly 42525 Jgu =0 Jga
Table 5- ANOVA table for Crocus sp. populations

. 39 Lo 5,Lf NRT
Ol e @lflary  Olusmggee Ol ofibe ol R Tobsy Jio e
S.OV. df ss MS Variance% o rosavy
PhiPT value value%
ez O 4 92.28 23.07 24% 2.891" 0.001
Between pop.
e 092 20 187.32 9.366 76% 9.366
Within pop.
s 24 279.6 100% 12.257
Total
**: Significant at 0.01
S g5 Ao
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Abstract

Iran is one of the important distribution centers of medicinal species, including plant saffron
(Crocus sativus L.). The presence or absence of genetic diversity in common native and commercial
cultivars of saffron of the country has always been one of the important questions for researchers of
this filed. In the present study, various saffron samples from different regions of Iran, including
seventeen cultivated samples from North Khorasan, Khorasan Razavi, South Khorasan, Lorestan and
llam, eight wild types (C. haussknechtii) from Lorestan, Kermanshah and llam and one wild type (C.
cancellatuse) from Kermanshah were collected and then their genetic diversity was obtained using
random amplified polymorphism DNA (RAPD) marker. A total number of 161 DNA bands were
produced by eight primers with an average of 14.3 bands; the primer Oligo 340 produced the most
number of bands. The polymorphism percentage mean was 73.77%. Cluster analysis using UPGMA
method divided the samples into four groups. In this grouping, there was a minimum distance between
saffron populations collected from Kermanshah and llam. In other words, these two populations had
the maximum genetic similarity with each other. The maximum similarity was observed between the
samples collected from Saleh-Abad and Lomar in llam and the minimum similarity was observed
between ecotypes collected from Bisotoon in Kermanshah and Torbat-jam in the Khorasan Razavi
province. In most cases, samples of different species were divided into different groups such that it can
be said that this Genus has a great diversity. Although there are some samples of wild species (C.
haussknechtii) that were with saffron crop species in a group in which there exists many molecular
Genetics similarities between these species that is indicative of a common genetic background.
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