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Table 1. Molecular markers linked to gene Yr15

Sl S Aol S 5 sl ankad o30S Cand g (¥ Js
Marker Genetic Number of Fragment Marker Sequence (5°-3")
distance recombinations size position
SC792 0.00 0 792 Co-segragated ocacacacacacacacact
tctgcacttggaggceccaac
SC1028 0.24 5 1028 Proximal cctcgttgggttcgacactcttaacacaca
' cactctctagttagggact
IR-517 0.24 1900 Proximal tgctectcgttgggatcgac
. aacaacgtcagtccgggttagtacacaca
SC776 0.60 5 776 Proximal cacacgigtcgag
. caccaccaccaccaccaccactttgaattt
RE426-455 0.60 5 1300 Proximal ctgctacgtteeee
SC1600 0.73 6 1600 Distal catgatgcaaaatggacgtatcagaaagc
‘ atgatgcaaaatggacgtatcact
SC326 0.85 7 396 Proximal gcatattgggcgtgacacgtacacacaca
‘ cacaccgatagtcga
IR833 0.85 7 1470 Proximal Tgatcccctacacttgtgggtca
RE425-2113 122 10 970 Proximal cacacacacacacacacacagtacgcat
' ccgtgcggeccgaac
RE459-516 1.22 10 1500 Proximal tgetgetgetgetgetgectectegtigyg
' atcgacactcc
Xgmd13 122 10 92 Proximal tgcttgtctagattgcttggggategtcteg
' tccttggcea
Xbarc8 1.47 12 223 Distal gcgggaatcatgcataggaaaacagaag
' cgggggcgaaacatacacataaaaaca
XWmcA06 1.97 16 217 Distal tatgagggteggatcaatacaacgagtita

ctgcaaacaaatgg

respectively.

1. For REMAP and SCAR markers, the first and second sequence are forward and reverse primer sequences,

YA



e e glie 05 385 oL O

SVAY (VP laalusl U gladed 5 5 oo
a5 Lo S A5 psla ol Bl 5 jhcude Ve YA
sdwl SC1028 5SC792 (SC1600 s ;
Cemax 53 5 (Cwl SCAR Caases SC) Wuis
OT 5l aS ol (sl Siless dsle 35 oS 55
Y o) ol S ks S fes sy 4 S Liie
5SC1600 sls Silis o)ly oS e 5 &
Al 5 p3lan 313l Sl ol )3 1, SCT92
o=l s e Ol 6,8 s s Cunes
Sl sl sl i sl pddls La i
Sl 3131 5 (pslae) YIL5 03 slyls 5 oS
Azea Y115 05 a6 (alas) 56 g5

3 Jole 3yl § solais! g Sl
REMAP 5 IRAP (sl ,Sis
Jols b Slas o 5S35l goliws
(RE438-483 (RE443-834 (RE443-495
3 l—waloa RE440-679 5 IR2107
olastl s SHET aw . Las oL Iy
sl Slis 4o Lot 1 b LadT ol
Cr HLea OIS 50 53 5 solas
Siltilann 5 Bl S8 w0 20 8 fgs
S b, b5 i bl
4 RE-443-834 5 RE-443-495 (IR-2107
5 Lds hds obat 5 5 okes gla Sl

1500bp e —— e — —_

e 5 oSl slle) pulis 313 gslan 55, SC1600 Sl 5015 6,831 -) IS
Sl oS 55 by et ST 5V oled s 3 S S5 Fo Comar (G 18 1)
i SLES ol
Fig. 1. Banding pattern of the SC1600 marker on some resistant (higher band) and

susceptible (lower band) F, recombinant plants. Number 10 and 16 from the left are
recombinants for this marker
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Fig. 2. Banding pattern of the SC792 marker on some resistant (higher band) and
susceptible (lower band) F, recombinant plants
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