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Isolation of the Streptomycin antibiotic production regulatory
gene (strR) by PCR
Darvishi F., Golbang N., Hojati Z. and Motovali-bashi M.
Biology Dept., Faculty of Sciences, Isfahan Univ., Isfahan, Iran.
Abstract

Streptomycin is an aminoglycosidic antibiotic that is produced by:Streptomyces griseus.
The genetics of streptomycin production is well known in Streptomyces griseus, for
which more than 25 clustered genes have been described that encode biosynthesis,
regulatory and transport functions. The main goal in“this research was production of
elevated levels of streptomycin, using transgenic Streptomyces. To gain this, the
regulatory gene for streptomycin production (StrR) was needed. In this research DNA
was extracted and purified from Streptomyces griseus. Different sets of primer were
designed for this research purpose and then .the StrR gene was amplified by PCR.
Identify of PCR product of strR gene, was confirmed using gel electrophoresis, Nested-
PCR and PCR-RFLP techniques.

Keywords: streptomycin, Streptomyces griseus, strR, PCR.

YV



