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Identification of Brucella spp in central region of Iran

Pishva A", Salehi M?,, Salehi R®. and Ebrahimi M. R®.
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I.R. of Iran
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I.R. of Iran

®Razi Institute, Hesarak, Karaj, I.R. of Iran

Abstract

Brucellosis has always high incidence in Iran, especially we are facing a new outbreak
of the disease since 2002. Bakhtiiari tribe sheep enter to the central region of Iran from
Irag border, and therefore can easily introduce new_species and/or biotypes of Brucella
SPP to these regions. The aim of this study was to determine the species and biotypes of
Brucellae that are present in the central region of Iran. We studied 150 Brucella isolates
from aborted fetuses of sheep and cow. After identification of species of the bacteria,
DNA was extracted and then parts of omp2a and omp2b genes of the bacteria were PCR
amplified. The PCR products were digested-by: Pstl restriction enzyme and the produced
patterns of RFLP were analysed. Molecular technique of RFLP results demonstrated
that only 135 samples were infected with Brucella melitensis biotype | and 15 samples
demonstrated RFLP pattern similar to B. abortus (uncharacterized biotypes) or B.
melitensis SPP (biotypes other than biotype 1). Our results demonstrated that although
B. melitensis biotype I is the main Brucella in central region of Iran but about 10% of
the aborted fetuses were“infected. with different biotypes of either B. abortus or B.
melitensis. We are going to further characterize these biotypes in our next study.

Keywords: Brucellosis, B. Melitensis, B. Abortus, Molecular epidemiology
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