For—Fod YA Jlu /¥ oylad / FA W/ aLE slacs low

-
%
SSge rans JoU 055 S AS $ Bal 5 e 5 SHle Al
*u-w‘-"‘ wlder — 948 5,
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Fig. 1. Dendrograms showing relationship of ZYMYV-F (Iran, JN183062) with world isolates of ZYMYV based on
the sequences of complete genome using Maximum Likelihood method (A) or with Iranian isolates of ZYMV
based nucleotide sequence of coat protein gene using Neighbor-Joining method (B). Wheat streak mosaic virus
(WSMYV) used as out group. Bootstrap values lower than 50 are not shown.
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Table 3. Percent amino acid similarity of ZYMV-F proteins with selected world isolates of ZYMV

Israel Slovakia Korea Japan Taiwan Singapore

P1 88.7 88.3 83.2 80.9 85.8 54.7
HC-Pro 94.9 94.1 94.7 93.6 94.1 87.7
P3 99.1 99.1 95.7 97.7 97.4 93.6
6K1 100 98.1 98.1 98.1 98.1 96.2
CI 96.5 95.9 94.2 96.1 95.6 93.7
6K2 100 100 96.2 98.1 98.1 94.3
VPg 99.5 98.9 99.5 98.9 98.4 96.8
Nla 100 99.2 100 99.6 100 97.1
NIb 95.2 94.8 94.6 94.6 944 92.1
CP 98.9 97.8 97.5 96.3 97.8 92.4
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