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g-proteobacteria | 2 leaves

Uncultured bacterium partial 165 rRNA gene, isolate Bri (] query color
« Pseudomonas hibiscicola strain SDE 168 ribosomal RNA gene, partial sequence [ #rom type material
% Stenotrophomonas sp. OUC_Est10 168 ribosomal RNA gene, partial sequence
b IMdmnmnsl g.emculal.a sarnm N‘QDS'UAM 168 ribosomal RNA gene, partial sequence
<8 sp. Arti Al 168 rit 1 RNA gene, panial sequence
\-‘P‘wndumuruni sp. LPP13-13 165 ribosomal RNA gene, partial sequence
2 Unculiured Stenotrophomonas sp. clone HB67 165 ribosomal RNA gene, partial sequence
+ Uncultured bacterium clone LB16 168 ribosomal RNA gene, partial sequence
7 Stenotrophomonas maltophilia strain ZIB-14120 165 ribosomal RNA gene, partial sequence
7 Bacterium SPA 19900227 | bosomal RNA gene, pantial sequence
 Stenotrophomonas maltophilia partial 165 rRNA gene, type strain DSM 50170T
© Stenotrophomonas maltophilia strain SA21-01 168 ribosomal RNA gene, partial sequence
 Uncultured Stenotrophomonas sp. clone RHDTWG175 168 ribosomal RNA gene, partial sequence
9 Unculiured Stenotrophomonas sp. clone RHDTWG 171 165 ribosomal RNA gene, partial sequence
2 Unculiured Stenotrophomonas sp. clone RHDTWG 166 165 ribosomal RNA gene. panial sequence
< Unculiured Stenotrophomonas sp. clone RHDTWG 164 165 ribosomal RNA gene. pantial sequence
© Uncultured Stenotrophomonas sp. clone RHDTWG 157 168 ribosomal RNA gene, partial sequence
7 Uncultured Stenotrophomonas sp. clone RHDTWG 156 168 ribosomal RNA gene, partial sequence
2 Unculured Stenotrophomonas sp. clone RHDTWG 144 165 ribosomal RNA gene, partial sequence
# Unculiured Stenotrophomonas sp. clone RHDTWG 168 165 ribosomal RNA gene. panial sequence
< Uncultured Stenotrophomonas sp. clone RHDTWG 163 165 ribosomal RNA gene, pantial sequence
9 Uncultured bacterium clone RHDTWG 162 168 ribosomal RNA gene, partial sequence
9 Unculiured bacterium clone RHDTWG 159 168 ribosomal RNA gene,

2 Unculured bacterium clone RHDTWG 158 168 ribosomal RNA gene, partial sequence
< Unculiured bacterium clone RHDTWG 155 165 ribosomal RNA gene, partial sequence
< Pseudomonas sp. GT 2-02 165 ribosomal RNA gene, partial sequence

7 Stenotrophomonas sp. GR 2-01 16S ribosomal RNA gene, partial sequence

7 Stenotrophomonas maltophilia strain Snl 165 ribosomal RNA gene, partial sequence
+ Stenotrophomonas sp. Y 10 165 ribosomal RNA gene, partial sequence

< Stenotrophomonas sp. LSW-10 165 ribosomal RNA gene, partial sequence

© Stenotrophomonas maltophilia strain BTA 1 165 ribosomal RNA gene, complete sequence
9 Stenotrophomonas sp. An2s 165 ribosomal RNA gene, partial sequence

< Bacterium INBio_40354) 165 ribosomal RNA gene, panial sequence

< Stenotrophomonas sp. INBio_4051L 165 ribosomal RNA gene, partial sequence

n MI6 165 ribosomal RNA gene, partial sequence

2 Stenotrophomonas sp. DM 6S ribosomal RNA gene, partial sequence

L
< Unculiured bacterium clone 9B-13 168 ribosomal RNA gene, partial sequence
2 Unculiured bacterium clone 12-2B-27 168 ribosomal RNA gene, pantial sequence

2 Uncull 1 b ium clone 6 163 ril I RNA gene, partial sequence

< Stenotrophomonas maltophilia strain Akgl 165 ribosomal RNA gene, partial sequence
< Unculiured bacterium clone FC-191 168 ribosomal RNA gene, panial sequence

“ Stenotrophomonas sp. S17(2014) 168 ribosomal RNA gene, partial sequence

“ Stenotrophomonas sp. S16 165 ribosomal RNA gene, partial sequence

2 Stenotrophomonas maltophilia partial 168 rRNA gene, isolate AAII-3

% Stenotrophomonas maltophilia partial 165 rRNA gene, isolate AAIIL-2

B ium MJ17 165 ril | RNA gene, partial sequence

B ium MJOS 165 ri | RNA gene, partial sequence

9 Stenotrophomona s m:lluphiliu strain RJ13 165 ribosomal RNA gene, partial sequence

o 81 sp. @ culture clone MTS-2 165 ribosomal RNA gene, pantial sequence
L qle“ﬂqu)lmmnms sp. ZwSI 8 168 ri ne, pamal sequence
¢ Schi bly 5_rodhaini . scaffold SROB_scaffold(X) 16730

¥
2 Brugia limori genome assssemhly B_timori_Indonesia_v1_0_4, scaffold BTMF_scaffold(XK5851
2 Unculiured Stenotrophomonas sp. isolate DGGE gel band 12 165 ribosomal RNA gene, partial sequence
7 Unculiured Stenotrophomonas sp. clone 101.2-10 small subunit ribosomal RNA gene, partial sequence
“ Stenotrophomonas maliophilia strain G3 165 ribosomal RNA gene, partial sequence
¥ Stenotrophomonas maliophilia strain D3 165 ribosomal RNA gene, pantial sequence
< Bacterium AW21 168 ribosomal RNA gene, partial sequence
 Stenotrophomonas maltophilia strain TPH-6 165 ribosomal RNA gene, partial sequence
< Stenotrophomonas sp. IITRE7 168 ribosomal RNA gene, partial sequence
 Stenotrophomonas maltophilia strain KKWT 11 165 ribosomal RNA gene, partial sequence
2 Stenotrophomonas maltophilia strain TTF10 168 ribosomal RNA gene, partial sequence
2 Unculiured bacterium clone DEN_SIP_88 small subunit ribosomal RNA gene, partial sequence
< Uncultured bacterium clone DEN_SIP_81 small subunit ribosomal RNA gene. partial sequence
9 Stenotrophomonas sp. 2TP1A 165 ribosomal RNA gene, partial sequence
9 Stenotrophomonas maltophilia strain 13637 genome
2 Pseud sp. RI15 165 rib 1 RNA gene, panial sequence
2 Unculiured bacterium clone BVESISDTR 165 ribosomal RNA gene, partial sequence
< Unculiured bacterium clone BVESIEDS 165 ribosomal RNA gene, partial sequence
© Stenotrophomonas sp. PBR-69 165 ribosomal RNA gene, partial sequence
7 Stenotrophomonas maltophilia st PBR-90 168 ribosomal RNA gene, partial sequence
+ Stenotrophomonas maltophilia strain PRR-77 165 ribosonml RNA gene, partial sequence
< Stenotrophomonas maltophilia partial 165 rRNA gene, strain Sabo 1.3
= Uncullured Stenotrophomonas sp. clone COI-16 165 ribosomal RNA gene, partial sequence
% Stenotrophomonas pavanii strain NSPmBx(6 165 ribosomal RNA gene, partial sequence
7 Stenotrophomonas maltophilia strain NSPmBx03 168 ribosomal RNA gene, partial sequence
< Stenotrophomonas maltophilia strain NSPABx01 165 ribosomal RNA gene, partial sequence
< Stenotrophomonas maltophi in NSPIBX01 165 ribosomal RNA gene, partial sequence
+ Stenotrophomonas sp. ZIZG 10 168 ribosomal RNA gene, partial sequence
2 Stenotrophomonas maltophilia sirain APS2 165 ribosomal RNA pene, partial sequence
7 Stenotrophomonas maltophilia strain B11 165 ribosomal RNA gene, partial sequence
< Stenotrophomonas maltophilia strain B3 165 ribosomal RNA gene, panial sequence
< Stenotrophomonas maliophilia strain LNES 1 165 ribosomal RNA gene, partial sequence
< Stenotrophomonas sp. 4NR6 165 ribosomal RNA gene, partial sequence
< Stenotrophomonas sp. FSBSD4 168 ribosomal RNA gene, partial sequence
< Stenotrophomonas maltophilia strain D299 165 ribosomal RNA gene, partial sequence
< Stenotrophomonas sp. FSBRY 18 165 ribosomal RNA gene, partial sequence
+ Stenotrophomonas sp. WXGRASZ 168 ribosomal RNA gene, partial sequence
¥ Stenotrophomonas sp. XBBRA2 165 ribosomal RNA gene, partial sequence
2 Stenotrophomonas sp. XBGRAZ2 165 ribosomal RNA gene, partial sequence
= Stenotrophomonas maltophilia strain J23 165 ribosomal RNA gene, partial sequence
< Stenotrophomonas sp. JD33 165 ribosomal RNA gene, partial sequence
¥ Stenotrophomonas sp. SB346.2 168 ribosomal RNA gene, partial sequence
2 Stenotrophomonas sp. SB341 165 rnbosomal RNA gene, partial sequence
< 51 monas sp. SB293 168 ribosomal RNA gene, partial sequence
3 lclj47581
< Stenotrophomonas sp. 1 50-G7P1IAIA2 168 ribosomal RNA pene, partial sequence
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Abstract

Background & Objectives: Detection of the microorganisms resistant to toxic metals is the first
step in the process of bioremediation. The purpose of this study was isolation of silver-resistant
bacteria, determination of their minimum inhibitory concentration (MIC) and investigation on the
biosorption in vitro.

Materials & Methods: Sampling was carried out from the wastewater of two Silversmith’s
workshop in Isfahan and effluent of the wastewater treatment plant phase 2 input in Shahinshahr.
The agar dilution method and PHG II culture medium containing concentrations of 0.5, 1, 2, 4, 8,
16, 32 mM of Ag (NO3)was used to separate the metal-resistant bacteria and determine the
minimum inhibitory concentration (MIC). Finally, the ribotyping method was used to identify the
silver-resistant bacteria.

Results: In this study seven silver-resistant bacteria were isolated, among them Ag5 showed the
highest resistance to silver (MIC = 6mM). Based on the molecular analysis, this isolate belonged
to a new strain, called as Stenotrophomonas maltophilia strain MSS8, and its formation was
deposited as KP742984 in Gene Bank (NCBI). This strain was able to absorb 11.39% of silver
from medium in vitro after 120 minute and could growth well in the presence of silver.
Conclusion: According to the results of this study, it seems that this isolate is a good candidate for
biological removal of silver from contaminated wastewater in the future.
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