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rs2738864 FG1 5’-GCCACCTACTCAGACACAATTAGGGTTC 64/1
RG1 5’ ATTTAGATTTAGATTCGCTTAGTATCTTTGAACTTCTCT 59/9
FS1 5’-ACGTTGAGGACATATATTACGATAAAGACAACG 60/4
RS1 5'-CGGGTAAGACTTCCATAACTTTGTCCTAT 60
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SNP ID Allele Missing Total Valid Call Rate Allele Freq  Chi-square p
Genotype Genotype Genotype Cnt
Cnt Cnt

A) Sample Type: Patients
rs2738864 CIT 0 402 402 1 0.557/0.443  19.449 0.00001

B) Sample Type: Controls
rs2738864 CIT 0 376 376 1 0.705/0.295  44.023 0

C) Sample Type: patient and control
rs2738864 CIT 0 778 778 1 0.629/0.371  46.385 0

Detail: Chromosome_No:1, Call_Rate_Limit:0.900, Allele_Freq_Limit:0.000, HWE_Test_Limit:0.000000000,
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