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Comparison of DNA Replication Machinery in Archaea and Bacteria
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Abstract

Archaea are one of the biggest groups of prokaryotes. Despite aspect similarities, there are many structural
and functional differences between archaea and bacteria. DNA replication machinery in archaea is different from
the bacterial machinery. Most of archaeal species such as S.solfataricus have more than a single origin of
replication. Like bacteria, archaea have a different number of DNA polymerases for synthesis of the new strand
of DNA. Most of proteins and enzymes involved in DNA replication process in archaea have complicated
structure and functions. Overall there are many similarities between the components of archaeal DNA replication
machinery and the eukaryotic one.
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