\yvay oL-w,u‘p“)u‘rmdt.“sﬂﬁéﬂw,:@

w6 9 API 20E o loslion w9y b Yersinia ruckeri olibs 9 (8 jlolos
SYTJ $ b 38 16SrDNA PCR- Sequencing 9, b Lawkii
Ol ! Jlod 50 Olos™ (15 5

we s ¥

° o & .t o (2 Y. oz . . |E . .
IR 3 ¢ (g o Ny ¢ B ¢y g 0315 qugo (S 50 ¢ 398 Shxr Al
FEMO/7F7 s, B 9ko ‘O‘J.’.‘ ‘J&J ‘53‘}]}.?!},'&:‘ Aj; LJ&J A1 g U,o)&..n\ :\)'T AKJ’L}‘A* 0 F Y

FEMO/FFF oy O gr O ) LJ&J ‘dgz:.sj A}Jf LJ&J dlg Nl 15T o&ails -y
WAY g )l Y2 ey WY o YA 0l 50 50006

oNS>

k4

Olaalesl3T iy )5 o (o ol 9 ASL o s ) 5w » L (ERM) Enteric Red Mouth (s, Jsle Yersinia ruckeri

O350 383 olulid il i e ale s, i 53 olaml glay wb el 5350 63b 5 Sl 58 Golew pl 358 s
25 S s 55 0S5 VTS sla abe 53 olew I ool L Do plul pCl 655,8 (pled ol IS G
s API 20E galleries loi s o5, ) @KQLU‘T oS ) Yersiniaruckeri olols Sy b Gass ol 53 .Sl 03ls Eo 0l
Gt U dwlan s 'V"i‘”; sslzuluniversal el 5l e3lazsl L 16STDNA PCR- Sequencing ks, 3 jedeis o) 430 S

Slos 8 aLks e gsde yslie gos S els API20E galleries ;| oslewsl |, Yersinia ruckeri o gy, 5 alie olaid s

Gt )3 2 VP s 5 Lo 5ol )5 Cie VP Csidauly 4 Splss ol 590 Suie Ol 53 Ve e V00O L Glogy paVer N F 0

G ol AL e universal el 5l eslézel b 16Sr DNA PCR- Sequencing s lulis gba Sy) o 535 51 Soas Sles
16SIDNA 55, L 0T 4l 45 aas e 3,15 1y APL 20Egalleries «.S™ Lw s Yersinia ruckeri g\leds g glolis oJ 5!

Ll ol »ds 0Kl PCR- Sequencing

i s ST st €508 03 (Soleze s JE API20E (55 55k 3 cOLS” 55,5 ($VTU 33 1Sl Slols”

s.jafarpour@tonekaboniau.ac.ir .(0<]) S Hls sdgse *


www.sid.ir

\Yay [)LL..\.;.ULC}:A)LJLV;ZI.&JLA‘L;)}};L;):TW‘;@

Solow Sodle Oy Olale 53 w5 G35 (2l
Wilson and ) ol Sl jlow G iy S
S5 Oy J5Se S5 (Carson, 2003
ol J= 8l 15 s (PCR) e by (6o jom
obams | Ll 5 e 58l 5 O ie
) 634 PCR (sl iy .5 55 osliul 0550
PCR  Joli 4" Cul ol slginy ruckeri jas<is
L iL —PCR ELISA,RFLP -PCR sl
wlwls i ol s (Roozbahani, et al., 2009)
APl 20E L. g Yersinia ruckeri glo—d oo
16Sr gy oy jeseis ol 43U 4 galleries
a5 51,5 bl 5, DNA PCR- Sequencing

!

b 09y 93l

SHL Stz 9 Alo @l

VTU5S AL sy ki 550 1Y 51T
o 53 #l5 oS5 Ol g 53 5 52 50 LS 55,
4ST s s (ol 4 S S s Y g 51O
gy reb b (So 5 b L e 1l
So3,0 0 olas bluagle 22T Sow , K,
il 93 535 Os e 5 oot s 0L 5
S S b e gy Slaplll 5 L35 lagiar
23 ek sad pl e 5 i (615 55 gas LOT Jlebs
YE Sode 4 das ks o3y 2SI 5 BT Lss

As 4SS YY e —¥0’e los s el

U > (S g (loadign o 3T
N P I N (G PV A S PSPPI (U
NS sz 305 (955 s Sm 5 (9 Sy S o

400
Enteric Red (s,lay Jsle Yersinia ruckeri

AU OLaleshT 5 Al a o e S50
&oles o=l (Fernandez, et al., 2007) sjt.lfu_a
2> olaasl gl b Eel 55 )ls 3L i
Altinok, et al., 2008; ) 535 o 2l 5,5, Caio
Ol OLS 55, VI 5 sla als .(Austin, 2007
ST plie dsyls Spie gl Sl o o
Ol sl Golow JoloaS i Hla 5 3L sla ala
5500 Ll LapT s o IT (glde 5 OT 5 D)
s S\« > Yersinia (Guguianu, et al., 2009)
o Glae y e 0, skl ST 5 el O
R SO JOUR PUR I Py PR
Roozbahani, et al., 2009; ) &ul JSCo (glake
o 592 <ol 6 SL ol (Tobback, et al., 2007
(e el Lol T s Dl (o
S op ¢St 02551 ST wi sy (ab  al
S aita lacenT s e b (b 2
6355 Aok s 5b on sloml S s Lo 5
51 mle Calldaglor 5 ladl 53 (65 55 o35,
S ons Lo sl 53 S35 05 0355 5 odan
Altinok, et al., 2008; ) L i o Ik 2l &
RS p g ysb 4 (Tobback, et al., 2007
Jole (orlidp o 5 (o5 S Shs ool S)le
555 e ol alib il SLaleT L 5 sl
Sl p b 2a S oaa (Bernardet, ef al., 1990)
Ll el 4 5 Lol glo i slac s
lold g o5 Sl Oz (o LSS

.(Falsey, et al., 2007) Ll ‘)\J ‘) ‘)‘5)LA.:.’ Jﬁl&


www.sid.ir

Lesl 55 s VY'C (sles 43 436 Fr s 4 extension

W58 Sy VY IC j dads b S w2y

Sequeneing
a1y (edd 7w 05 PCR J saes dl 50 ol 55

55 i U 35 Jll 0, 035 51 25 2
5l da 55,8 &,y s Sequencing U baus ¢S 5
»hdol Oler S 0 nl b g IS

#2355 53 BLAST s 53 NCBI L

oW
;.,:_MT‘GALA‘S?)\_; slalwd ) p s
S o 055 g Dok s ale aen 53 e ges
5 0L 53 (o850 045 Olas blswe 5 LaisT
o OB Uy (555 T 30 i S35 55
S o tmin Sl 58 bl 5 b ol
2 Ghbe S s (Ses 0 (bbb 2
ST Je Als claphUl 51 48Tl 5l T
3,051y b sad opl Ad (615 paiged Jlb g LIS cadS
FRICIDN | JUNBPENE e S L e
3 o3 S 4 SIS Sl e 53 YY-Y0 (slos
S S 5 (5 7S B g i b IS 0 5y 5SS 0 5
5 g ks 'S e - R 9 Aoy A5 9
4 L oS b i 8 g 55 S (e
D2 el S S 5 sl I ool slres B
Cia YUK s 5 e S s bl s
il g S8 el I slacs S 6
& &S gl uf}ij L5 ol API20Egalleris
33 API20E S 1 oslizul L odd a5 sl s ST,

ol ok 03l OLES Y 5 IS

wsAPI 20E L 3, Yersinia ruckeri ,\luls 5 g5lalds

s I glad gy olulid S o 5 Az §

3 )90 API 20E galleries 6.’.\70.:_&}:.’ C;\_:f ij

s 815 st

ou (U (Svdy g 31 DNA o Sl
Lo 5o (g osT e 2L Sk Lo IS
Ls J>= 100pl ddHy0 O geilow s 5> CiS
Nazemi, et al., ) 0Lli > 53, b DNA w
VEeeerpm s adds V0 e 5o | Szl (2001
)3 eslerwl (¢l ysupernatant w9 LA 550 sl

50!y
bl ¢l 16S TRNA universal o,

W osletwl ol sl S

Forward primer:
5 — AGGAGGTGATCCAACCGCA- 3
Reverse primer:
5 — AACTGGAGGAAGGTGGGGA-3'

lul 510X 2L 2/5ul 5 ddH,O: 14pl JsLs PCR
=3l 9(10mM) dNTPs 1pl 5 (50mM) Mgcl,
<! Template DNA 5ul (10 pmol) MiX
5 USw v A0°C s 4333 ¥ &oue 4 Denaturation
« Annealing (ast V+ e 4 48°C s OLs o, 5>

}.s\J_fu.:sl_.»«_?);M“_gLu)JA_gU\" Sl


www.sid.ir

\\"ﬁ’fbkﬁbt(jbe)utﬁbdbtg)jﬂngwjAlgua \Y

L'Af@ib’j‘@&b*f}‘dﬂa_@-;&,hm&u:‘ L)

a
G [— — S
(€ & rer: ) ) i
E— EPETENET (Y |
. | ‘Origine / Source / Herkurft /
gﬂpl 20E Origen / Origeen / MpatAzuan /
BIOMERIEU X

Ursprung / Oiprindalse | Pochodzenie

||rci',c":'l¢'|iﬂf'\.h5il{.__,\1(:"[::-'E”I@i' ")
v |-\_?,' !\L-I'-J,- \ 9,| Wi | 2l
e :élﬂ T 'Ciu&l
R ORR EE
L L gPCR ziSly b, A e GRS g 4 dtsly (3de 5l 4 o
JWJMCBU|I6SI'RN f Irf_h:)‘,-‘iﬁmaaQb)ﬂ)‘)u:f;‘_;hwbej;

aalsd 5 05,8 Jamal 5 4 API20Egalleris Jsda> y3 45 =T 5100 5140
Hafnia alvei a b 4 o (34— |55 oyl

% gas (¥ JSC2) r{}; 55k S madw ) S s Yersinia ruckeri s
I$ o b Sequencing !, AU Sl e 2 ST sl 6 STL 3 ) SSE o

Al esliw b 055 Sl gle S gl Al DL ST Yersinia ruckeri glos 5o

WWW.SID.ir


www.sid.ir

Y s API 20E Lo 3, Yersinia ruckeri s 5 ojlulie

500bp

370bp
100bp

Detection of Yesinia ruckeri by 16SrRNAuniversal primer Lane M, 100bp ladder :¥_{<&

marker;Lanel,2,3 positive sample ; lane C
Negative control containing PCR reagent alone

Yersinia AU ascs TS PIESYY BLAST &S =i Lbw g sequencing 1 ol 4

(F JSK2) Wil o 5 Sy s 4 ruckeri Cooud )3NCBI 55zl Colw 531,055 5L

>r reflNZ_ACCCO01000097.1| Yersinia ruckeri ATCC 29473 contig00382, whole genome shotgun
sequence

gbl]ACCCO01000097.1| Yersinia ruckeri ATCC 29473 contig00382, whole g>r refINZ_ACCC01000097.1|
Yersinia ruckeri ATCC 29473 contig00382, whole genome shotgun

sequence

gblACCC01000097.1] Yersinia ruckeri ATCC 29473 contig00382, whole genome shotgun

sequence

Length=950

Score = 588 bits (318), Expect =2e-165

Identities = 318/318 (100%), Gaps = 0/318 (0%)

Strand=Plus/Minus

Query 1
TACGACTTCACCCCAGTCATGAATCACAAAGTGGTAAGCGCCCTCCCGAAGGTTAAGCTA 60
R

Sbjct 856
TACGACTTCACCCCAGTCATGAATCACAAAGTGGTAAGCGCCCTCCCGAAGGTTAAGCTA 797
Query 61
CCTACTTCTTTTGCAACCCACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCCGGGAA 120

I
Sbjct 796 CCTACTTCTTTTGCAACCCACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCCGGGAA

737
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Query 121
CGTATTCACCGTAGCATTCTGATCTACGATTACTAGCGATTCCGACTTCATGGAGTCGAG 180
(A

Sbjct 736 CGTATTCACCGTAGCATTCTGATCTACGATTACTAGCGATTCCGACTTCATGGAGTCGAG
677

Query 181
TTGCAGACTCCAATCCGGACTACGACAGACTTTATGTGGTCCGCTTGCTCTCGCGAGTTC 240
(I

Sbjct 676 TTGCAGACTCCAATCCGGACTACGACAGACTTTATGTGGTCCGCTTGCTCTCGCGAGTTC
617

Query 241
GCTTCACTTTGTATCTGCCATTGTAGCACGTGTGTAGCCCTACTCGTAAGGGCCATGATG 300

Sbjct 616 GCTTCACTTTGTATCTGCCATTGTAGCACGTGTGTAGCCCTACTCGTAAGGGCCATGATG

557

Query 301 ACTTGACGTCATCCCCAC 318

AT
Sbjct 556 ACTTGACGTCATCCCCAC 539
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