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Table 1: Characteristic of renal –transplant Recipients Population According to MDR1 3435 genotype
MDR1 3435 genotype CC TT CT

n (%)) 17( 19.3 ) 26 ( 29.5 ) 45 ( 51.1 )
Mean age ( years + SD ) 30.94 + 9.3 35.27 + 12.07 40.13 + 4.23

Sex ( F/M ) 10 / 7 9 / 17 13 / 32
Mean weight ( Kg + SD ) 58.59 + 14.41 57.31 + 14.06 56.51 + 13.03
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Table2: Comparison of Cyclosporine Level and Their MDR1 3435 Genotypes in 88 Renal Transplant Recipients
MDR1 3435 CTMDR1 3435  TTMDR1 3435  CC

4.55 + 0.91
4.66 + 1.11
4.5 + 1.19

4.46 + 1.2
5.15 + 1.16
5.19 + 1.3

4.25 + 1.3
5.09 + 1.1
5.03 + 1.4

CsA 24 h dose/body weight(mg/kg)
Day 1-3
Day 7
Day 30

149.58 + 70
189.89 + 78.1
203.09 + 85.5

172.15 + 97.7
190.15 + 71.28
215.85 + 92.6

111.24 + 59.4
156.35 + 46.8
173.6 + 55.9

Mean CsA C2 level ( g /L)
Day 1-3
Day 1-3
Day 1-3

33.30 + 15.24
33.30 + 15.24
44.53 + 23.40

44.14 + 28.48
39.13 + 18.80
45.23 + 24.20

26.57 + 12.62
33.07 + 15.88
32.66 + 10.69

C0 level /24 h dose / body weight
g × mg /L/ kg)

Day 1-3
Day 1-3
Day 1-3
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