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Table 1. Phenotypic characteristics of citrus samples used in this study.
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Scientific Local name Feature Location Plant
name code
Citrus sp. sl Sl aiilo 8 so (sl Cracd i o5 ol DI
None No thorns, distal e Darab
nd of the fruits nipple-like
Citrus sp. ol Sl Slud gy ) AdpA Sy pen o gas ol D2
None Fruits in clusters, skin with grooves and ridges Darab
Citrus sp. Sl BIUPR TR S FE R PN UL A P PSS W R DN LV E ool D3
None A S e Darab
Fruit skin rough, thorns long, petiole wings small or none
Citrus sp. (Rock lemon) K gaul Koy i by SR suniS e 4 L s ge ol D5
Fruits somewhat oblong, petals purple Darab
Citrus sp. (Cucumber lime) ¢ La sadl Ky otdn La 4938 5l,0 5 sundS LA La s e e D7
Fruits oblong, blossoms purple Darab
Citrus ( Darab juice lime) ol ls o7 g sadl @para e sy, Ea S 508 Lo ssae e D8
aurantifolia Fruits round and small; common juice lime Darab
Citrus sp. a,l il L 4 o @liis L & s andla ,5laskud L 8 oo ol D9
None Fruits with grooves, leaf margins serrated, thorns long Darab
Citrus sp. (Thornless lime) 45 53 (s 5! 5 Ot @0 D8 4w La s sae ol D12
Fruits similar to D8, tree is thornless Darab
Citrus Al Cadia L s5ae 98,55 Le 855 S o sadd 4k o0 S obla D13
latifolia None Tree similar to sweet lime, petiole wing large, fruit large Darab
Citrus sp. KBINY Sooro 0T sl 51 55 e 0SS 6 g poe Gl4
None Fruit slightly oblong, larger than common lime Jahrom
Citrus sp. 3l LK 5B Ko lasge e (355 0 pabs Lal asad pal dstiosne pa G15
None Slsto) b dane ety Jahrom
Fruit similar to sweet lime but sour, fruit, leaf and flower
large, blossoms purple
Citrus sp. sl St b daid eaniS s 4 L s ye o Gl16
None Fruit slightly oblong, blossom purple Jahrom
Citrus sl ssas Mol L ai€a S Lo ol st € oS oS s s c0ntS La s e FEVIN G24
limon None ol Jahrom
Fruit oblong, thorns small, petiole wings small or absent
Citrus (Jahrom Juice lime)asea T s sail rare 0T spad (Sa S 538 Lo s sae o G25
aurantifolia Fruit smal and round, common juice lime Jahrom
Citrus sp. ol (Orondipad a0l ) SBosme cugy 0 S ey losme piea G26
None Fruit large, round, fruit skin thin ( like sweet lime) Jahrom
Citrus sp. ( Pear-shaped lemon) ’ ¥ saul Ko ohin L 4gie (J<a o cmdyo Lo s e VIS G30
Fruit large, pear shaped, blossoms purple Jahrom
Citrus sp. (Late ripening 1ime) u 5 50 (5 5ol O wariS LA 6 e o G31
Fruit oblong, late ripening Jahrom
Citrus sp. (King lime) saul sl ol gsadd 5 53 asdds 5 Blals 6 gae Cars gy @updS Caned 45 8 510 ol D35
Fruit slightly oblong, fruit skin rough, thicker than lime. Darab




OLKan 5 gl
Sl Tag ay35l aalsV S5eT WM - (Fermentas =S ,.2) ANTP s 51 S5 5a Y- -M o MgCly]
6l ad snilid gy Same e, VoL b uiSly el ;8.0 DNA Vong 5 aiels ;5 7Y (Roche o 1)
A Koo S soliid ) 4sliy b (Eppendorf o yi) i, suil ol g 55 olKiius 5l DNA il 330
day00 @ilBY a4 ol Sl da 5048 Jold KO 5o 4 5 £l Sl da ;0 48 50 48330 0 Sae 4
a0 VY slos sudasn SO oLl 5o s 4830 Y cae w0 ol S Bl da ;0 VY 5 4l 0 cue 4 ol Sl
a0 —Ye slos Lo suliial ey L PCR 2iSly 5o st suls il 38 DNA 880V oue 4 ol Saile
Sequi-Gen GT L ol 5 5508 553N 65 51 PCR J genns (650 o (51 .00 S (5,106 ol Saisbes
Vsl s1lo 48 amyu N anel ST U3 5 g3 Gl Yoo VAL #+/¢ ol 4 () nin L (BioRad =S ,.3)
Oas L sl i ol S 5 0,8 @l b il K s b Lle pandtd s s S suliil o g J¥ 5e

b S 18 ealiiel 5550 olauis b ol yaa (V) Tol,Kan 5 alals

Lo oula Julas 9 a5
lads gai 5o IS ain gla dadad (¢ S) s b 5 (V oS) o gsgulan) o 3 50 sad sualie sla )l s

s oo s ulal o Tl G sl oF 3 Guy e L35l SHLET 5a sl GlalaT w5
s S il (558 S sl s 5 s 8 bt il o 5T 5 suns S35 (V4) F(SM) sulws
pmess (VA) (Y/+Y Gl 2 s) NTSYS i3580 0 3 S 6 gUPGMA. (555 40 e ol bl Tl S 58
O pd 5 A9 S H9o8 slasmds aa w3l 8 o S el i Gl 4 (SM) soles lias (s oA ui

(VY) 58 (medS 15 a9 8

- g bo
ISSR (sla,lgs oASuli aia 5yl jae
BB slada o bl padidie sl oiabeT a0 DNA € VAL a3, I8 4 SHlel as
G byaye Hlea Ve BAY e lad (ST € b ye Llg €1 5 Layles JS alaad (Y Joas) wals olas Ko i
Yo eolad sl SHETL K& wia Gl it a5 00 Lajlg oland (pSilie g 5udie ¥ ojlas SHL2T
SoleT 5l sasshicns dislas) s US slas g gane 5o s S olagl ¥osplad S5LETL 0T g s3eS 5wt alay
Slocaa Yo BY- - G sad 805538 (sla dalad o350l (Y Joas) o VY0 S wia sla,l e S slaas 5 YYY

o o sla) o s LSS (Y JSE) ad suls panadd Sl cda Yoo BV G ol B daal Lol ugs

Simple matching -¢ Similarity matrix -y Bassam et al. -¥ Thermocycler -\

Dendrogam -1 Mantel test —o



s o Gl ya ((Gsals w¥) sadd Lol Suii5 AsSUSS bss/
Lo T o sael cws o U< iy (sla dalad slaad 5 oo )T ool o sad soliiu ISSR sla S5l - Jua
Table 2. ISSR primers used and number of polymorphic fragments obtained.

SokT la dakd S olass S s sla 4ald sluas
Primer Total No. of fragments No. of polymorphic
fragments

ISSR -1 HVH (CA),T 69 42

ISSR -2 BDB (CA),C 55 30

ISSR -3 DBDA (CA); 70 42

ISSR -6 (GAXRYG 53 35

ISSR-10 (AG)YT 45 34

ISSR-11  (AG)s YC 41 32

Total 333 215

Y= Pyrimidine, B=non-A, D= non-C, H= non -G, V=non -T.

3

Fig. 2. ISSR profiles of 18 genotypes (see Table 1) of lime and lemon using primer 2 [BDB
(CA);C]. M=50 bp Ladder. Arrows indicate differeces between genotypes.
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Fig. 3. Dendrogram of 18 genotypes of lime and lemon using ISSR markers based on
UPGMA. characteristics of genotypes are presented in Table 1.
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