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Table 1. List of selected Iranian accessions of pomegranates used in this study.

< U sla oBul3 o ol 2.5
Code Local name of accessions Type
s) oule GBR o
Ornamental ~ Mild Sour  Sweet
1 ‘Bihasteh Sangan’ PO s o X
2 ‘Pust Siah Yazdi‘ 59 slaw o g X
3 ‘Garach Shahvar’ o s g S X
4 “Tab va Larze’ "5 5 o X
5 ‘Bihasteh Ladiz’ Tyo¥ s o X
6 ‘Asali Sarvestan’ 7 ol g e olewe € X
7 ‘Shahvar Shirin’ P o ) ega X
8 ‘Nabati Ardekan’ ) R - = X
9 ‘Dokhtar Hamumi Varamin’ Tl o san yid’ X
10 ‘Galugondeh Niriz’ 5 s sk 4K X
11 ‘Ameneh Khatuni’ T Sl el X
12 ‘Tough Gardan’ P98 Fab’ X
13 ‘Golabi Hasteriz’ Ty Geas X
14 ‘Hasibi Mehriz ¢ e pran X
15 ‘Ardestani Pust Ghermez’ P o8 gy Slieua )l ¢ X
16 ‘Dabei Sarjangal’ T I s e (gl € X
17 ‘Kalegavi Khorasan’ Pl y A 58 4K X
18 ‘Vahshi Narak Sarvestan’ Tl g e S5 ok X
19 ‘Dom Anberuti’ - TRSnPay X
20 ‘Penjeh Arus Khaftr’ P8R ugse dady X
21 ‘Sabi Bam’ 7?:‘ gy X
22 ‘Ardestani Pust Safid’ T S gy Sl X
23 ‘Torsh Maamuli Zabol’ "By Jsere B3 X
24 ‘Golnaz Fars’ ? ol HLKS X

Genotype -Y

Murray and Thompson -\
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Table 2. The ISSR primers used to assess variation among twenty four Iranian pomegranate

accessions.
o lad Skl < la Solel Mg L S5lel s
No. Primer Sequences (5'-3") Sequences (5'-3")
1 LK7 5'—=CCA(CT)g - 3' 5'—= CCACTCTCTCTCTCTCTCT - 3'
ISSR5 5'-CCA(AG)s T-3' 5'—- AGAGAGAGAGAGAGAGT - 3'
ISSR6 5'—(GA)s C- 3 5'—- GAGAGAGAGAGAGAGAC - 3'
3 ISSR10 5'—(GT)s A-3' 5'— GTGTGTGTGTGTGTGTAT - 3'
ISSR11 5'-(AG)s YT-3' 5'—- AGAGAGAGAGAGAGAGYT - 3'
4 ISSR11 5'-(AG)s YT-3' 5'—- AGAGAGAGAGAGAGAGYT - 3'

ISSR12 5'—(GA))s YT-3' 5'—- GAGAGAGAGAGAGAGAYT - 3'
5 ISSR11 5'— (AG)s YT-3' 5'—- AGAGAGAGAGAGAGAGYT - 3'
6 ISSR12 5'— (GA)s YT- 3' 5'—- GAGAGAGAGAGAGAGAYT - 3'

Y= pyrimidine
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Fig. 1. ISSR-PCR band profiles generated by the primer ISSR 11 with the sequencees
5'— (AG)g YT- 3' for the Iranian pomegranate accessions included in this study.
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Fig. 2. ISSR-PCR band profiles generated by the primers ISSR 11 and ISSR 12 with
the sequences 5'— (AG) g YT-3'+5'— (GA) g YT- 3'used in pairs for the Iranian
pomegranate accessions included in this study.
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Number of generated fragments sad w63 gla dakss sluas
LS5l LSl oS5 L s b SHET s iy sl aski slas3
Primers Sequences of primers or pairs of Total J<s
primers Polymorph
fragment no.

LK 7 5'—=CCA(CT)s-3' 32 10
ISSR 5+ISSR 6 5'-CCA(CT)-3" + 5'—(GAC-3 25 8
ISSR 10+1ISSR 11 5'- (GT)s A-3' + 5'—(AG) YT-3' 38 13
ISSR 11 5'— (AG)s YT-3' 26 16
ISSR 12 5'—(GA); YT-3' 28 14
ISSR 11 +1ISSR 12 5'- (AG)s YT-3'+5" - (GA)s YT-3' 23 6

soliiul o,y 50 sla 015 5o S ain sla 4akd (Kol

Average number of polymorphic bands among accessions 11.1

talasT 5o saliiad u)se Sl slabl

Table 3. List of the 6 primers and their sequences that produced polymorphic fragments
among the Iranian pomgranate genotypes studied.

Y = Pyrimidine
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‘Hasibi Mehriz ‘ ' ¢

—

|— ‘Shahvar Shirin’ Tt e e’
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Fig. 3. Dendrogram represents the phylogenetic relationships among 24 Iranian pomegranate
accessions.
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