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STUDY OF GENETIC DIVERSITY OF EXOTIC AND ENDEMIC
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Table 1. Names of genotypes assigned.
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Fig. 1. Banding patterns resulting from DNA amgifiion based on UBC84 primer. Columns
from left to right are as follows: Size markeiX174; SK: ‘Kazeroon Shahla’; SG:
‘Gachsaran Shahla’; SS1: ‘Shiraz Shahla 1'; SSBir&& Shahla 2'; SD: ‘Kohkiloye Dilaru
Shahla’; SBA: ‘Kohkiloye Barmalvan Shahla’; SB: ‘Beahan Shahla’; SSO: ‘Shomal
Shahla’; SA: ‘Ahvaz Shahla’; SKO: ‘Kohkiloye KooHgk Shahla’; SBI: ‘Birjand Shahla’;
MB: ‘Behbahan meskin’; MKB: ‘Behbahan Meskinak’; MK ‘Ahvaz Meskinak’; MKK:
‘Kazeroon Meskinak’; PGB: ‘Behbahan Panjehgorb®&A: ‘Ahvaz Panjehgorbee’; PPB:
‘Behbahan Porpar’; PPS: ‘Shiraz PorpaPPG: ‘Gachsaran Porpar’; PPSO: ‘Shomal
Porpar’; NH2: ‘HollandiNarges 2’; NH3: ‘Hollandi Narges 3’; NH1: ‘HollandNarges 1’;
NH4: ‘Hollandi Narges 4'.
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Table. 3The information ofandom primers used and their obtained bands.
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Polymorphism | Polymorphic < | * > sequence Primer ;L1 | Code <
(%) bands Amplified (5'...3)
bands
100 5 5 CCTGGGCTTC UBC1 1
100 9 9 CCTGGGCTTA UBC3 2
100 8 8 CCTGGGTTCC UBC5 3
100 6 6 CCTGCGCTTA UBC9 4
100 6 6 CCTGGGTGGA UBC13 5
85 6 7 GGTGGCGGGA UBC16 6
100 5 5 GAGGGCAAGA UBC69 7
88 8 9 GAGCACCAGT UBC76 8
100 5 5 GGGCGCGAGT UBC84 9
100 6 6 GTGCTCGTGC UBC85 10
88 8 9 GGGGGCTTGG UBC89 11
100 7 7 GGGGGGTTGG UBC95 12
87 7 8 GGCGGCATGG UBC96 13
100 6 6 ATCGGGTCCG UBC100 14
J<
B 92 105 - - (total)
oSSl
96 6.57 7.5 - - (mean)
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Fig.2. Dendrogram constructed from similarity cezénts (SM) for differeniNarcissus
genotypes
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Fig. 3. Banding patterns resulting from DNA amgliion based on UBC96 primer. Columns
from left to right are as follows: Size markeK174 ; SK: ‘Kazeroon Shahla’; SG:
‘Gachsaran Shahla’; SS1: ‘Shiraz Shahla 1’; SShir& Shahla 2’; SD: ‘Kohkiloye
Dilaru Shahla’; SBA: ‘Kohkiloye Barmalvan Shahla8B: ‘Behbahan Shahla’; SSO:
‘Shomal Shahla’; SA: ‘Ahvaz Shahla’; SKO: ‘KohkileyKoohsefid Shahla’; SBI:
‘Birjand Shahla’; MB: ‘Behbahan Meskin’; MKB: ‘Belahan Meskinak’; MKA: ‘Ahvaz
Meskinak’; MKK: ‘Kazeroon Meskinak’; PGB: ‘Behbahdanjehgorbee’; PGA: ‘Ahvaz
Panjehgorbee’; PPB: ‘Behbahan Porpar’; PPS: ‘@Hparpar’; PPG: ‘Gachsaran Porpar’
and PPSO: ‘Shomal Porpar’.
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Table 4. The morphological results 9 cluster efiolecular data.
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