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Table 1. Codes for genotypes studied by RAPD markers.

. . a8 Al
Ggad gala,l S b Code G ooled ¢ d))s ¢ 4 gal 8 yladdy
Number of S Number of sample
sample Genotype code

Vo ol Neyshaboor borji 1 37 S1-1 1
(25) Y oy Velyan 1 (karaj) 38 S1-10 2
AN Anonymous | 39 S1-20 3
Yab o Anonymous 2 40 S1-22 4
(suoslias) e 1T Alo Bokhara (Neyshaboor) 41 S2-11 5
(Oobe) deasl Esjil (Chenaran) 42 $2-29 6
\ sy Al Javaherdeh 1 43 S3-1 7

¢ Hub &S Kelat Nader 4 44 S3-15 8

Y a0 omlds Neyshaboor borji 2 45 S3-39 9
AR Velyan 2 46 S4-13 10

v olds Velyan 3 47 S4-17 11

Y S Birjand 2 48 S5-22 12

AR XIBY-AFTN Javaherdeh 2 49 S5-41 13
¢ ol Velyan 4 50 S6-17 14
Yab o Anonymous 3 51 S6-30 15
355 O¥bsome cdia g sl Mirobalan zard 52 S6-40 16
Shirin haste joda (Chenaran) 53 S7-18 17

(ohobs)

ASERIEICH, LS Kelat Nader 2 54 S7-36 18
o olls Velyan 5 55 S8-8 19
Y 88 ,al s Javaherdeh 3 56 S8-34 20

¢ oo yal g Javaherdeh 4 57 S9-3 21
n-4 n-4 58 S9-21 22

n-7 n-7 59 S10-4 23
4M-1 4M-1 60 S10-7 24
4M-12 4M-12 61 S10-19 25
4M-25 4M-25 62 S10-23 26
4M-47 4M-47 63 S10-40 27
4M-44 4M-44 64 S11-4 28
4M-63 4M-63 65 S11-23 29
4M-69 4M-69 66 S11-25 30
4M-91 4M-91 67 S11-26 31
0 Hub =K Kelat Nader 5 68 S12-19 32
INL Anonymous 4 69 S12-21 33
Wa o 4las Golden drop 70 S12-22 34
1ol Velyan 5 71 S13-4 35
S Tansgol 72 4-MM 36
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Table 2. Characteristics and results of DNA bands produced by RAPD markers.

Y Soled S olakd S slaas S olalad slaas - VEQRVS! SEE o a8
SO g
Number Primer Sequence Number of Number of Percentage of Resolving
total polymorphic Polymorphism power
amplified fragments
fragments
1 BAO08 5'-CCACAGCCGA-3' 13 12 92.23 4.69
2 BA1l6 5'-CCACGCATCA-3' 10 9 88.88 3.25
3 BA20 5'-GAGCGCTACC-3' 12 11 91.66 5.19
4 BBO01 5'-ACACTGGCTG-3' 14 13 92.85 6.42
5 BBO03 5-TCACGTGGCT-3' 11 11 100 6.03
6 BB04 5'-ACCAGGTCAC-3' 6 4 66.66 1.31
7 BBO05 5'-GGGCCGAACA-3' 9 9 100 2.94
8 BB07 5'-GAAGGCTGGG-3' 7 6 85.71 1.22
9 BBO08 5'-TCGTCGAAGG-3' 13 13 100 5.61
10 BB09 5'-AGGCCGGTCA-3' 7 5 71.43 1.97
11 BBI11 5'-TGCGGGTTCC-3' 6 4 66.66 2.81
12 BB14 5'-GTGGGACCTG-3' 9 6 66.66 2.47
13 BDO1 5-TCACTCGCTC-3' 10 9 90 2.42
14 BD04 5-TCGGGTGTTG-3' 17 17 100 7.39
15 BDO05 5'-GTGCGGAGAG-3' 11 11 100 5.56
16 BDI11 5'-CAACCGAGTC-3' 10 10 100 5.31
17 BDI13 5'-CCTGGAACGG-3' 12 12 100 4.89
18 BDIS 5-TGTCGTGGTC-3' 8 8 100 2.14
19 BD17 5'-GTTCGCTCCC-3' 10 10 100 3.67
20 BDI18 5'-ACGCACACTC-3' 13 13 100 6.11
21 BEOS 5'-GGAACGCTAC-3' 9 8 88.88 4.75
22 BEO06 5'-AAGCGGCCCT-3! 7 4 57.14 2.14
XK - - 224 205 - 88.28
(Total)
oSl - - 10.22 9.32 89.03 4.01
(Mean)

J‘JZ(\-\)S6-4OJ(\O)S6-3O 6&&541}3 JJ‘ 6\9;)3‘}).)454\9.3 b\g;‘}i‘}\sd d,o‘...'b VY AJ;
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Fig. 1. A and B: RAPD profiles amplified by RAPD primer BD04 in studied genotypes (The
number of each lane corresponds to genotype number in Table 1).
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Fig. 2. Dendrogram of 72 plum genotypes (Table-1) constructed by Jaccard's similarity
coefficients and UPGMA method based on RAPD data.
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Fig. 3. Three plots scattering of plum genotypes (numbers correspond to Table 1) using 3

main factors.
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Table 3. Informative markers resulted by stepwise regression analysis between polymorphic
RAPD bands with some important rootstock characters in plum.

(RAPD Marker) RAPD SiLis
S50 Jao 5o Slas alas SR ws pa Sk R® us P58 iy 55,8 e il Jsb
Character
Number of Total R* % Adjusted R? % Main marker Band length
markers
o 5 100 66.6 BD055, 300bp
Growth habit
b gen Jlw plis))
Height in 7 84.2 28.7 BE055¢ 300bp
Y3
&
= 15 100 35.9 BBO1,5, 750bp
Leaf color
i L sl )
e ’,L‘*% J = 20 99.5 21.4 BE0559, 300bp
Height in Y4
S -
gl 10 93.9 372 BB08,30 2300bp
Leaf width
gl ) Liwlsél Increase height 8 90.4 25.6 BD1555 750bp
S R . LA.
RS O 2 435 24 BD11 250 1250bp

Leaf abscission time

+ Related to marker with the highest R”.
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Fig. 4. BB01750RAPD band amplified by BBO1 primer (showed in picture) had the highest
correlation with green color of shoot tip and leaf.
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