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! Quantitative trait loci (QTLs)

% The gene index project

? Http://compbio.dfci.harvard.edu/tgi

* Http://egassembler.hgc.jp/

* Http://mapman.mpimp-golm.mpg.de

S Http://telethon.bio.unipd.it/bioinfo/IDEG6/
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1 Oryza sativa

2 Triticum aestivum

3 Gossypium hirsutum
4 Festuca spp
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1 Http://telethon.bio.unipd.it/bioinfo/IDEG6/

2 Qverlap percent identity cutoff N>95

3 Ftp://ftp.arabidopsis.org

4 Http://mapman.mpimp-golm.mpg.de

5 MapMan Max Planck Institute of Molecular Plant Physiology
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10 Reactive oxygen species
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lipid transfer protein precursor . i
lipid transfer protein 7a2b

dehydrin

ribulose 1,5-bisphosphate carboxylase activase isoform
Oxygen-evolving enhancer protein 2

ribulose-bisphosphate carboxylase activase

metallothionein

ribulose-1,5-bisphosphate carboxylase/oxygenase small subunit
stress responsive protein kinases

Contig44 .
putative acid phosphatase Y
ADP-ribosylation factor 1 )
glutathione s-transferase Al
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55 53 1, Lol Ol S olulid paS 5 i ol 55
ol W slady N pame 2 LR alie e dlbls
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BLlS 3 OlSI 5T 5 sym s slan 5T eIl (2000
a3l QLA 1 (ghls e aldl Sis 0 o (.L'S/
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1 Chaperons

2z Late embryogenesis abundant proteins

3 Osmoprotectant

4 Detoxifying enzymes

5 Free radical scavengers

6 Mitogen-activated kinases (MAPKS)

7 Calcium dependent protein kinases (CDPKs)
8 SoS kinases
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PS 53 261 0.000021*
Mitochondrial electvon transport / ATP 16 19 0.001183*
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redox.regulation 30 86 0.000047*
Misc 78 182 0.000432*
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1 Ubiquitin

Z Proteasomes

3 Peroxidases

4 Amine oxidase

5 Glutathione peroxidase
6 Heat shock protein
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