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Identification of the transcripts involving in drought tolerance in Aeluropus
littoralis using cDNA-AFLP technique
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(PEG) J 5SS 5l L 5lass Jlesl L 0l e | St 23
ol olS s ks 53 1) (g el Jeily PEG 5 S W1 olS o,
Michel and ) aas o a8 1, ;_;‘l @ e 03,3l
Sl ol ol 8 i 4 olS oSl (6l (Kaufman 1973
(ol 25 OF a2 b Gollae oS 350 (glosus el 4 5 05
5 sherdse (s gladsl Bl pls AL sal Sk
ol S B b ol 5 S S S
Gl Al A5 lalis s el Jle LS 5L sl
e 35 S IS s p Si syl s
Rizhsky et ) 5,05 Coonl Wyl 13 Soslae okiy L8 sla i
G e ML 5 e slais, 5l S (al 2004
Gl 50 4 Sl glaiiss, gl 5 et Sy
Bachem et al. ) il s cDNA-AFLP' USG5 (s 8
o 53 Sl xils a5l Osd i, ol 53 (1998
sy Sl 5 e Lol OG5 50 JIs
o ol Ol esdle gk e sl 5 4 sl 3 L
oS o Wl Sdgiss s oS 05 5 033 elo Sl
osw 4 (Fukumura et al. 2003) <ol w5 JB 55 3L 2
© Jeos 53 iS00 el S lad a5 ool
(Prunus amygdalus L.) plsl; 55 (4l S ) S22
& s S 4i eslizul cDNA-AFLP oSGl Batsch
JEE L alie 285 sl b ks GLEST slabs
Gt (ol S ph Sy B0 A SLS S e
Campalans et al. ) Ldod g 51 L 0 gla 5y 0 5 LS9
LS fsly sz 53 €DNASAFLR iy, 5l esliaa | (2001
MY (JS8 sl L Kes a5« Citrullus colocynthis
el Sl eslizal U oppmes (Si et al. 2009) A5 Luls TDF
Coss s 4 Setaria italic oLS Gl 53 TDF Qv (S5
calises glaw S &b > TDF #¥ (Jayaraman et al. 2008)
5 (LaO et al. 2008) 055k 4 (Saccharum spp) i olS
L glebs Six 54 gl oS sel s TDF A4
TDF #4 (Fatemi et al. 2013) . oes .(Gupta et al. 2013)

! Amplified restriction fragment polymorphism

doddo
A Oy 4 s ol S sl des I Si
Oler bl ST 55 elys 0blS Wy 5 iy ek 5 pdme fule
LS oS ails Ll Blum (1996) ol sds enlis 0l 41
ol il gl 53 15 OLLS (gdny A 25 Ol g 4
Gl s 4 Losas b 53 55 das e ) 6
A olS oy or Slilge 4 gobs gl il S AS o fes
S s ¢35 5 ool slaply ey 53 S IS e
ol el el a8 T e s ads g s e
P - I B e
Ul sladaly sl &S (Mahajan and Tuteja 2005) 1S
Sty 3L T s T oty fals S 2
o e o Gamler sl e s losas OF WU i
o by Sl Ll 5wl huy Of Ol talS
- Ol 4 Six (Boydak et al. 2003) s 55 0 5540 5
S oy LB (DY pame 5 Shes oliS J 28 58 5
(Siddique et al. 1999) ol IS 30 oS aiy claasl
Gl e (St o 4 8 Sl Slen 5l S
3508 @3ls 53 Sreml A5 el (el SIS BT s (g5
.(Umezawa et al. 2002; Horie 2012) 1S o Wl olS & |, T
© Jors el Sl e i Ol 4 el
05 Olals (Pagter et al. 2005) &l CA olals s Sas
sladal b 5 S5 Jglos s ame Sogline Ll i
GBS Sl e S e i | Wl 5 e el
LoolS by of Dl 5 o oS glapltl ST ol
OS5 (ke 3 (Pagter et al. 2005) s3le o OISl
3o ,5kes s Cor e Sl RS bug GGl L
Gk 3OS sude (Sis s bl s el Sl
@ a5 SOt (S5 Be slailp s s
Al Sl Opopse Clle b mely (S
- I S 5 el s alS (sleoll s (ABA)
S o gl Jaes sla 25 4 5L 3 1 ool 28 5 L
LS 3l (sobms > O OB 4 il > JSUS Glas)
.(Bray 1997; Campalans et al. 1999) clods 5158 alS
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23 05 Ol mop 5o dedse Dl SO cDNA-AFLP
3Ll b us ol b ) Ol (pl oS o0 oy pilike
Lpd edalie LB i 25 4 &b o Gl glacals
e 5 5 WLEST W] 5wy ol 53 (Umezawa et al. 2002)
S A3 e Ol b 5 335 el )8 Ly p st Sl 5 S
A el 2 e (K85 Sl plals (s
sl Jul gadate Cldllae s STl 055 Olebl LB
Bachem et al. 1996; Umezawa et al. 2002; ) <.l
M, ¢cDNA-AFLP 4 S| .(Jayaraman et al. 2008
Ll ol 1y bacg Sl 5 Slsl 3 s s oUls wl)T5,
oDl das DL 1) lacy Sl 5 Jlsl 3 55 i & il e
3 e s &S ke Sls g ge sl cDNA-AFLP -l
5 a3l e 58 LB s enis Ll 6T ey Sledlbl oyl
oo e o Glons oK deils s 0T <l
O Caglie 3 S s glacigs, bl gl 4 s
SESS ) el b s S5 (S 28 S

b Jf rl?r..'l cDNA-AFLP

o gy g olge
G 5 S5 olss o WYY Jle s Slalesl oyl
S e sV Adittoralis sl 0 | ol Olew b (65,5liS (6, 5Ls
53> Sl o el Sl 5 A g Olgral LA OB Slidss
3 Sy mle i8S b 2 s 00 gl G Js
el s 5 o) S8 L odd 8 (Dge e LU S S
5> oklS .(Murashige and Skoog 1962) wLal esls 3
003 WY e 58l S Sl a5 YO sl s SOLU Ll s
LaazealS o LS (551345 555 V e 4 (rpm) 4ids o
0 3 PEG I JSKLlKe —V/¥ 5 -+ /8 (dalld) jiw Jles oo
Sl L s odd ol ki gad 555 V31 ey S 15 1SS
P POUT NN R NE S R [ >
S s 8 5 mle O3 03 b s edd gilulis
RNA .Lus (650545 ol 5 sl amys —Ar L5 5 3 eslizal
DS a3 aals 5 (S i o OlS i 3 35 s
Cat. Js3) RNA (gluldr oS b il s 51 ey dholinly
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b s 15 NaCl zs 4 Aeluropus littoralis oLS &b e
(533 CLSs g Ges S Jld Ll o ege S LS
LSL"’Q':::’JJ; 9 aolasJlas! ez S J“'if.}) &Lﬁ)}?su
GL; J_’g)ﬁ Cwl; BE) NG| 034 (..W“J_,;L?ls BE J.;;'-.}
oidss, doys V0 ((Sis 25« Aeluropus lagopoides
2105 DD-AFLP 0SS 5 eslinad b S 513 30 Cos
505 Ol s Glasply 53 & ad labs 31380 ol L

.(Mohsenzadeh et al. 2006) L ls A& (5 joms! ke
sl dle w slacale 51 Aeluropus littoralis o Jla oLS
ja.,\.i CA.‘?L_ O‘J‘.’.' LSJ'.’.)S} (.5"L’L3" L;Jol.w BL SML’GA djjj:.m‘
Sph oy Jlessd 5kl ghls s slas S
Ol slis s> 3leawsS ol (Akhani and Ghorbanli 1993)
C«?ﬁb@h)‘GMLJriaﬂa)\}y‘j
Colessy ax s e (SSSnnd s SR 5 oMl
Gt Ay lan) 0T @ oS 035 C4 £33 51 olS cpl oo plie
Qs i elS ol das e sosd s Sis i il s
Jesle e S 5 o W sk oo s 0T 5L Ul
Gl esilSe iS5l gl S (K8 a4 0SS
Js 4 rmmen s 1) Laglad ST 5y (S s g5 & ]
35 2UI5 e s e dS LolS ol sisliy o ddaly (o
Sles s Ol QLS ol 53 1y s L sla i 5
4 .(Akhani and Ghorbanli 1993 ; Gulzar and Khan. 2001)
Jlasl (e 55 5 C\}u\) Solo g (6,88 453 53 Ssyb
r.x;sf « Aeluropus littoralis 3| NaCl i5 & Cuslie sla0
.(Wei et al. 2001) . rl;r_;\ Cuid ge L (Triticum aestivum)
OLLS 3 rews o5k o (S 4 Jord (Lol 1 )
05 Ol o S aadllas e 3 S b (Speml RS
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F oy dual L ST U5 555 » PCR OV pama 55585 S0
b odel s gl (58 51 (s pnSe 23 S el Ao
Imaging densitometer (GS-800, s s> s 31 eslina
L WIDF a0 adlsl ;3 5 435 &), BioRad, USA)
Total Lab TL120 , Quantity one (sl |3l ¢ 31 eslazul
L85 e

J5 3l WIDF (¢ ;lulas

S 5 ld mhe s polanl Ol Gda L s ol
Sl sy esls OLad 1, Bl 0l b oly bl clb- S
L 5SS bl i 5SS e e alie lids 5 edd I
G Olir 5 doss 55 38T J5 655 PCR oY yames o
W5 G 2 L I A 51 ey 5 Ll 5505 xSl Ve
dowdy 53 PCR &Y smms (g 3lutilovan L0 (3l Sloan
(InsTAclone PCR Cloning Kit) ;ls s <5 & pTZ57R/T
5> MI3 s S5l 5l eslizal L WTDF L I 5 A el
22 S &0 WD 528 GATC 5,2

Sl sl s 2 25

3 eslied b el sbel clasilbinls 51 LEST Wy ke &
ol sl s (86 I Chromas 5 BioEdit sla )l s31p
Lo Ol el cldS s sl Jig s Poly A i
Gllas GLEST 5 Shes o lys iy @bl S ) skt
s 53 oS sk Sy ol 5 (I S SLS Sl e
(http.// IO, VR 5T (3 S Ols e e
sslizal NCBI' sledbl oL s www.nebinlm.nih.gov/)
oSSl eslinal b edd Sl codl b sl 58
NCBI ) o5 <SL s tBLASTX® 5 BLASTn" BLASTX
5 sy sy Ko bl wlis Ol (GenBank
Altschul et al. ) <55 |3 i3 en Oga3l 3,50 s s2lS 5
Ose o BST a5 Slee sy sl 4 Gmen (1997

e 5 Sidee Al s ol B 5 05 Kl gledules

% National center for biotechnology service

3 Search protein database using a translated nucleotide
query

* Search a nucleotide database using a nucleotide query

> Search translated nucleotide database using a translated
nucleotide query

sl S5 Jaadly i pollas 035 5 50l &S 5 (No. 15596-018
cilie slay S5 5l edd 2l sl RNA LS 2l sl oS s
o oilsl sl S cgr S mhae bk by
CodS 5 S e lp i LS5 KK L bl
I35 e aSanl oy 5l s 4 el sl RNA
Sl a3 ekd Zlsied RNA (g5le Jlo 5 oslinad 58T
wlsl 53,08 8 &g ST 05 5l eslizal L 5 Q-PCR 25, 4
L cDNA s 5 Jsl ad, sl 5 mRNA sl
oslezal b 5 Roche =S .5 mRNA Capture &S fonl ) 523
Feron et al. ) . el streptavidin. ¢ 51~ PCR gla 55 5
(2004

Slasps S SgT S 5L T Sl eslial b ey 5T e
Sl T 5ldslgies Ay o 13 d> e 5l Jol> dscDNA
STy caslsl 53 b 8 e (Gl b oS 5) Tagl 5 Msel
S eslimd b a3l an d o Sl Jols byl w0 Jlall
Il dh o Y pms 25 S g olans] gla, gl
oo s Tagl +N 5 Msel +N (¢ S5T S 5 51 eslinal L
Vo ez 53 PCR ESTy b S 515 08ty e ST
Ve 535235 sl s e 6 Gl AT S
AF 5 BT Sl by b JSlese 5 oK 55 PCR
ol S Sl a3 8 5 4T Las 2 Y0 5o S sl ax o
o3 VY 3 aids SO ol S sl ax s 0F s aidy (S
iy gl p eslizal 3, glay bl JIgas plosil 31 S sl
Tag I 5- b iy Ll co5 o b o5 oV
Tag L 5- 5 GACGATGAGTCCTGAC -3
S i s S5l Jis s CGGTCAGGACTCAT -3
Taq I: 5-GACGATGAGTCCTGACCGA  Jolis eslizuls ;50
AL e MseI: 5- GACGATGAGTCCTGAG -3' -3
o A G Rl T el bl (ST 0L 51 e
S SS e g5 S g 53 ST L Gty e
53 bl sla SHLT 5l eslinal b oG ty al> o Y peaes
+2: GG/ GC / AC/ 3 Mse I+2: CC/CA/CT =zl 5L

A S I3 sl aSS sy Yokl s Tag 1T AT

' Digestion
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S Jls 5 by b lacdss, 5l e VY Obe opl 3
DL bt Kos slapadlEl o e plolid (SlS 5 Al
5 sl LB alis ER TS 0 Zolg s s
GLaoj Olge 4 5 sl 0L ks bl s e lad el
5 ol e i 5, s S 5 s s ol
S lednled Olge ) LEST Sl (5 (JsST5e s Shoe (o) 2
Joe pomer 5 (SSds Ml s 6l B 5 (05 K
NCFRSPONCIW PN -0 BU SU PR PSRN IN WS VH I S
s 4 bl (http.//www.geneontology.org)  sleds|
5 el g 3 Shae ool EST s ol sla Lo

il ol Lol oy S as s ko 0K
A. littoralis olS swly 55 ol sdalie Jlo sla S gapazas

Olp o a5 A sdaline gulie Sl b Sl Ko 5 o
S GWIDF (1 38 guares |yzms SLlS 05 S e &0 1) el
STDF (Y ¢l o il 5l Ols el S Ol J2ul53l 31 oo
b o alS T el e Ol Rl 31 s oS Lle
5 ookd g olialy 25 Jlesl I s S LWIDF (F
53y il dali oS 3 aS LWTDF (¥ cuisd o b yals
el ol &S LWTIDF (0 ol anl ol 25 Jlesl Sl
G gt A5 Cod oa 5 ol Ad) (ol Ll s s
Ol 1y by iy I a5 lads “Miles s a5 eSS
glachle Lo jlas ollS 3 aSdios LWIDF (sl
lelis LB aals OalS s Laibis axdlls 3 4> 5 PEG il
S5 o SLS s e ek Jlb sbos blis 53 5 Ly
ol e S L Ol dels OWLS 55 5 g sluli J6
S QWTIDF .63 )13 ) p 5550 055 cnl sbal5 anlllas
Loy placdgy, Lals ol 15 Ol als L 2ul580 ol
L;)w\zjjé}jﬁc)dvﬁjﬂudul;ﬁraﬁ
Lol S s anslie dals OLLS o cund 4L
by a5 G gla tagn s Lol 0L 1 Ol tals
Foxtail Millet ) oL (5, . (Jayaraman et al. 2008)
Kosteletzkya .3 ,ls Fb o 00 s (Setaria italic L.
Guo ) A edalie Sl sla Sl i (6555 25 4 virginica
el TDF s awys ¥ ISE s et al. 2009

\ra¥ )LQJ/‘ O)Lo.& /Mé 099 /u-’,-; MS

Sedbl WKL Sl Jale s T S e
5 4 4l s eslaad (hitp.//www.geneontology.org)
¢)>L.v Lé‘)ﬂ.«.@ JJLA\ B EST JA LGK.LL; d'v"‘ e &1.9 6@&1};‘»‘

CJL_’_ u.él..a:}\ yl} a}ﬁ&g};}' J}Lﬂ Q&AJC@‘)LA

o5 il b 4 sl > ) T sk
g O S8 disls QLIS sline sd, glagaly (S
SV e 53 5 el ol e bl JISKLLIKe —1/4
G A odalie dals Lislie 55 0f wi;, rals JKLLIKs
g e (5,5 a5 bl 3151 e 5B |
ST SN SHEs 8 Ol Al S il aee
bl |y omdly Gl S 5V (Guios ol 3 ol eslizal
S A SR e g SIS s S &S s e
WRogedd Ol (JIBl Dopa S placdgs, plull
@Mﬁémcﬁ*ﬁuﬁ)ﬁfkdu)@
Sl 8 6 e ST S Y Al e als
YY S as s asilael B TDE WY gpems 53 G
A s 4 odd A5 Sladil sl Ly JSE e 0T Wb
Ao slasl g sl 5 Ve B0 5l estizal 55 sla S5l s
LAl sl 5 Sle sy sae ade YO LB VO 1 S
L Gl 5 doys OY LT i s s el anjlal

A apale Loy VYIS
J3 SV EST YY S ;3 a8 8 &jse &S slaa s olul
Sde 5 el 5 st IS (Silulir Al ]
MI3 gla S50 5 eslinad L L JI5 ol (gsluailann
shls gl Jis s Poly A JIs osnlsl ( 5L JIg .as Jla)l
Ll e 5l eslinal b sdal s sla 155 31 by kS
Jsb LEST VWV culg s &5 Lus B> Chromas 5 BioEdit
Sl el &ty o 4 05 SSL s b i YV S
Shesliad b ot olbsl gla JIg pl wlids sy doys A b
05 L s tBLASTXx 5 BLASTn BLASTx 2,8
SLS s s By, s s s L (NCBI GenBank)

O dge) S35 513 s san O3l 3550 05 SSL 53 35 50
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NCBI ) 05 SSb s BLASTx 22,5801 Sl esliad U Aeluropus littoralis ;s PEG Sist 25 & Soenly SWTDF s jon a3l Sl Jool> @BV Jsar

2o sl g Ll Jig 058 codl b 5l a8 sba S« )wa Sy b lacdsig, 5l ek Grie Dlaks (65540 o8 ((GenBank

Sy dali xiyedel Conds Gl JI5 o 53 Shes 1 Olebl 3L 2o b JIg Calid 5 Sl s Ao s 4 .l ol all Sos gla (....V:J\fj\j,(.:n

EST name Geg]?gnk Organism ES]Eblg?gth Sequence homology cc()%/lzzer?ée ﬁf;i E value

GABITS3 JZ191094  Oryza sativa 231 glyoxalase I 22% 88%  0.031
Japonica Group

GABIT9 JZ191050 Staurastrum 261 envelope membrane 43% 39% 3.5

punctulatum protein
GABIT27 JZ191068 Micromonas sp 403 ADP-glucose 54% 32% 1.2
pyrophosphorylase
GABIT20 JZ191061 Glycine max 133 zinc finger CCCH domain- 60% 50% 6.7
containing protein 40-like
GABITS JZ191046 Sorghum 306 hypothetical protein 23% 83% 5e-05
bicolor

GABITS8 JZ191049 Oryza sativa 265 aspartic proteinase 56% 38% 1.4
Japonica Group

GABITS1 JZ191092  Oryza sativa 260 importin subunit beta-1- 90% 97% le-43
Japonica Group like

GABIT61 JZ191102  Oryza sativa 180 Zinc finger CCCH domain- 63% 97%  6e-16

Japonica Group

containing protein 24;

(@

(©

JSLLSs V¥ (€ (KLl /A Bs(@als) Jiv @ gl 3 PEG Sax i Cilises 5l 40 ) 52 ol elS s, b ) S

Sl Gk Sl o580 Jasl lapedlSe g e o
mo o el b s ol S 05 hices s s
NCBI 3 JZ191061 o zes 0S L TDF s opl 3.6
zinc finger CCCH domain-containing protein 40- .55, L
S slagnsy » CCCH gy 2l ol YL e en like
lalise ibs by, 3l Sop el bl K
48 Lnes plants g bodsn ol deae O ey
S5l Seillad s )3 5 sE e Lt DNA L 5 RNA
05SG Jl=,» 4 .(Bai and Tolias 1996) . 1> :& mRNA

osls Ol asie 3 ,Shas sLls slatisn bl 3505050

Cslo s
2 Sl S @ Dol g sl 4 el 0
sl Kl Jhax! il Smen olajlas 0 5 L5
g Mse 1/ Tag I 5, sl oS5 (bp slan 5l
4) LY sl olols ol 51 &S us bl cDNA 4aa
Gl ma S5, 0 GRS pl s Ll (base cutter
4 315 0L el plowil s sen sla0 g3l 55 (slla=Ma LS
53 b Sldlas g LS ol Olge w | Ll Ol e
S ln e wes Vlazsl L Gba0) cpl o8 S ks
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17191094

JZ191061

el ST L 50 el st esss T el 55 JSLLEe =\ /¥ 5=V i gl bl ;3 PEG Sist (2 4 S5l SWIDF -Y S

5 K iS5 esdle (Espartero et al. 1995) b |5l of
Hg el o VLIS by e G131 T i
A edalis Brassica juncea oLS 3 5o Jsmile 5 s oS
S5 Jale ol (S gla i S5 5> (Reddy et al. 1999)
sy gl R s BB b e S
Ol ol ol g oo T VLSS (ol cled 5 8
Gl 03 s AT VLS| IS 0Ly 258l Vlazs| ey o
GlyD T 5NLST S 05 0ls i Sl s b sl 55 &
52 olS Jood 4z 55 BB S5 o e e S NS 055 3
s iy p e b oalie 5 e LIS (VL bl
(Brassica 13s° ;3 Wsls OLiS paa=e .(Reddy et al. 1999)
S-055U 48 LS s, Sl Sl aags el napus)
JB osb o T SIS 5 slsty 0556508 Glanl
S o 5 il BB SR Ll ol s
A PE NSNS RN TS | 5V IS CONCIN P N Lt
OS5 Gk OaeleST s 05 LeST Ll
ol s (Hasanuzzaman and Fujita 2011) 4s W Ko
S Jsea NCBI > JZ191049 s iws S L TDF i
S Skl A ald Sl Skl s
ssb a pmman 5 43 S 5 anlllas 5550 s sl 53 (AP)
L ST bl s jass QLS Ollse g Ole 3 (Sl S
5 L Dumn 2002) sl el 3L sy s g

MEROPS  (http:// www .merops .ac .uk) esls oL«

YWAYF HLeal) o )lols [ o2 0,90 [ oy 98 S

L onis ol a8 (€355m 51 SO il o s 3 olS (5500
il e olS 3 B8 Ll S el S e sl 28 0T 3
SWO5 S5 D28 5m s s ole oo S S5k 4
b g pols pl 51 (ol S Az o OLES Lapptisp ol
U5 Caslie G0S SS90 2arse e ole
slips esls (Peng et al. 2012) £yls cglin Six
&b s> 3o Zine finger CCCH 0 Ol &5 sl 0L SialesT
Rl lodd sdalie (PEG) (Sist i3 o o 5V &
23S i 4 Sl 05 S Olge 4 5 03 cnl Ol
S J5ea NCBI 5 JZ191094 . s &S L TDF .05 5 L
sk 4 aS WAl e I VLS| JS 5T VLIS (0 5T s el
0FSBS S Ul 4 0588 el Sl eliad L Sales

- s 2-hydroxyacids 4 2-oxoal-dehydes |15
Jlae 5y bl I L~ - (Thornalley 1993) .S
WJsbo s 35 5 b5 w-oxoaldehyde  Jolo Coan
Thornalley ) Lil oo JsS55 S 5 d s, S Sse
hdas S Sl duls s s ol (1990; 1993
SIAB digl b G sSIS 555858 I8 (bt 0 A3
T e R o Iy «SY-D « methylglyoxal
ot Db 5 e daly ol ol Ll 2B 65pk i
s et g Jde e A s S sl
S s Goph S Ces S e S e T VLS IS 05 ol
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; Mutlu and Gal 1999) &,ls edge 4 s s o5 b lacy S
-8 5 05y S, s (Rawlings and Barrett 1995
ol o plalid Sl ot Sls s Skl S (S8
Pathogen related ) 05556 b Lad o sla 55 0 g 55 5 &S
4 oS Gk Olse 4 LBy cnl sl i (protein
S Lgd o gmrme oliy o Lokl i il gladal 3
sl it 3l SO sl e adll 5 e Jke s slaliad s
o3 PRl blim vl 3 sy ol ol
slas Shee a5 w53 5 Ll a5l e ) Sl
Rodrigo ) wib o i 5ol Wl glay Sy ol G54 5
05 Ole Wl (et al. 1989 and 1991; Simdes and Faro 2004
Lol by ods o b (S ar S sl s 50 AP
2> (#B3 Slantsn Ol a oS As plabd Slyenls e
»> (Schaller and Ryan 1996) .S o Joe WO55L Ll
o b Gl Bome > oS (SO b Gl ()
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EST name Biological Process Molecular Function Cell complement
GABIT53 Carbohydrate metabolic process, lactoylglutathione lyase activity, metal ion  envelope,cytosol,
gluconeogenesis, glycolysis, binding mitochondrion, plasma
response to salt stress membrane,vacuole
GABIT9 Ion /proton transport proton extrusion integral to membrane, plastid
GABIT27 glycogen /starch biosynthetic nucleotidyltransferase activity Amyloplast
process
GABIT20 Regulatory/ mRNA processing RNA/ DNA binding, zinc ion binding nucleus
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