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A e sleedas JUisl Olsisa; SMad ol il sla s
- 0351 sl Jols Smad6 Lleas alis TGFB o3l sl
© 05 ol ol 15021-022 0T ssises S oSSl 5 iL
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I Wl S Aoy ¥ JIV0 53 0T 4 by e gla bl
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.(Bassamet al. 1991) 4l plxsl o & ol 25 g5 b s oy 528

5 bz VA NFATCL aly gl odd 355 asks Job
SMA6 5 NFATCL (sla oyl s 5l Jols PCR J yuams sins
oL )))ﬁjj:gj\ ))KT dj ).5 C,.:.L;S J"’)J” C/-P 45 C,.w‘
w;i&ﬁ;)\}wb JJ}AJ&LA}\J.&LSMJJL: bﬁij&)
bl @l K, 5 SSCP el S oY >l pleil
sl Kas L gizme 5 JES es S LS s Obley

! Singel stranded conformational polymorphism

gy 9 dlge

5 elby S s G35 epslia el Gl e G cpl 5
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Huay et al. 2012; Tan et ) 5 35 .o s3liobe Bs,e B sla
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Soo &S A L 0f s el esed U Jl e
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