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Identification of conserved miRNAs and their putative target
genes in safflower (Carthamus tinctorius L)
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Primer Sequence (5'->3') Length Tm GC%

RT GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACCAGGGG

miR398 Forward
miRNA

GCAGTGTGTTCTCAGGTCG 18 62.3 57.9
TGTGTTCTCAGGTCGCCCCTG

RT GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAGCCAG

miR408 Forward

CGTTGCACTGCCTCTTCC 18 62.8 61.1

miRNA TGCACTGCCTCTTCCCTGGCT
Reverse GTGCAGGGTCCGAGGT 16 63.1 68.8
Primer Sequence (5'->3) Gene ID  Length Tm GC%
Forward TGGAATGGAAGCGGCTGGTA 62 55
ACtin - peverse CTTGATCTTCATACTGCTTGG KJ634809.1 182 55 g
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miRNA family ~ Target_Acc. Target gene Target function Expectation  Inhibition
miR156 LUCG01112023.1 SPL12 Transcription factor 1 Cleavage
LUCG01115084.1 SPL6 1 Cleavage
miR156/57 LUCG01298205.1 SPL13A 1 Cleavage
LUCG01224167.1 RGL1 transcriptional regulator 1 Cleavage
LUCG01243028.1 SPL3 Transcription factor 1 Cleavage
LUCG01107968.1 SBP1 1 Cleavage
miR157 LUCG01246162.1 ABP19A Auxin receptor 3 Cleavage
miR159 LUCG01056444.1 EXPA cell wall organization- sexual reproduction 25 Cleavage
LUCG01143063.1 MYB Transcription factor 2 Cleavage
LUCG01254949.1 GAMYB 1 Cleavage
EL374787 ACT3 ATP binding 25 Translation
EL378219 2.5 Translation
miR160 LUCG01282242.1 ARFR transcription factor activity- auxin-activated signaling 1 Cleavage
LUCG01300668.1 pathway- response to auxin 35 Cleavage
LUCG01303928.1 0.5 Cleavage
LUCG01462221.1 0.5 Cleavage
LUCG01462439.1 0 Cleavage
miR162 LUCG01307169.1 CNGC9 Acts as cyclic nucleotide 25 Translation
LUCG01084634.1 RD19B cysteine-type peptidase activity 2 Cleavage
HSP70 Interacts with newly imported chloroplast proteins to assist
EL372961 Y P inF;heir maturation. 3 Cleavage
EL386787.1 AO0A103XSZ1 uncharacterized protein 35 Cleavage
miR164 LUCG01279392.1 NAC Transcription factor 15 Cleavage
LUCG01015665.1 AB19B auxin efflux 0.5 Cleavage
miR166 EL378923 UBP7 Involved in the processing of poly-ubiq_uiti'n_ precursors as 25 Cleavage
well as that of ubiquitinated proteins
EL 390889 REV transcription factor 3 Cleavage
miR167 LUCG01205011.1 AO0A118K6Q9 auxin-activated signaling pathway 4 Cleavage
LUCG01241175.1 AO0A103XEX9 4 Cleavage
miR168 LUCG01301997.1 AO0A103XFL7 carotene catabolic process 25 Cleavage
LUCG01204103.1 AO0A103Y950 gene silencing by RNA 35 Cleavage
miR169 LUCG01293037.1 2A5A brassinosteroid mediated signaling pathway 35 Cleavage
LUCG01261417.1 CIPKP intracellular signal transduction 35 Cleavage
LUCG01463496.1 CCAAT-binding transcription factor activity 1 Cleavage
miR171 LUCG01254007.1 SCL15 transcription factor activity 1 Cleavage
LUCG01112597.1 SCL6 0.5 Cleavage
LUCG01294608.1 1 Cleavage
LUCG01069633.1 1 Cleavage
LUCG01249264.1 1 Cleavage
LUCG01084527.1 1 Cleavage
miR172 EL403681 AO0A103Y529 transcription factor 15 Cleavage
LUCG01281567.1 AP2 1.5 Cleavage
LUCG01304181.1 15 Cleavage
LUCG01291350.1 RAP2-7 15 Cleavage
LUCG01260705.1 0.5 Cleavage
0.5 Cleavage
LUCG01463844.1 0.5 Cleavage
LUCG01083051.1 0.5 Cleavage
miR390 EL 385383 At1g47380 negative regulation of defense response to bacterium 25 Cleavage
miR319 LUCG01179939.1 TFCC Regulates microtubule function in seed development 25 Cleavage
miR393 LUCG01294804.1 TIR1 Auxin receptor 3 Cleavage
LUCG01295536.1 35 Cleavage
LUCG01297882.1 2 Cleavage
miR394 LUCG01273264.1 FBX6 photoreceptor activity 1 Cleavage
LUCG01288514.1 CIPKP intracellular signal transduction 2 Cleavage
EL 381257 At2g39750 methylation 25 Cleavage
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miRNA family ~ Target_Acc. Target gene Target function ~ Expectation Inhibition
miR395 LUCG01272954.1 CAX3 calcium:proton antiporter activity 3 Cleavage
LUCG01293261.1 APS1 response to cadmium ion 2 Cleavage
LUCG01268932.1 AB5C cellular potassium ion homeostasis- response to salt stress 25 Cleavage
LUCG01048975.1 DES6 fatty acid biosynthetic process 2 Cleavage
EL373143 APS response to cadmium ion 25 Cleavage
LUCG01290817.1 SUT3 carbohydrate transport 2 Cleavage
LUCG01059029.1 15 Cleavage
miR396 LUCG01074652.1 SCP45 Involved in plants secondary metabolism. 35 Cleavage
EL376169 GRF Transcription activator 3 Cleavage
EL378674 TUN pollen tube development 15 Cleavage
EL393087 RD21B response to salt stress 3 Cleavage
miR397 EL394134.1 LAC13 copper ion binding 15 Cleavage
EL398108.1 LAC3 1 Cleavage
EL391150.1 LAC3 15 Cleavage
EL390754.1 IRX12 15 Cleavage
EL386866.1 LAC7 2 Cleavage
EL383646.1 LAC16 15 Cleavage
miR398 EL410611 SODCC superoxide dismutase activity 25 Cleavage
EL406119 2.5 Cleavage
EL510881 25 Cleavage
miR399 EL377818 TULP response to fungus 1.5 Cleavage
miR403 LUCG01174959.1 AGO2 Involved in RNA-mediated post-transcriptional gene silencing 1 Cleavage
LUCG01263368.1  At1g80870 protein phosphorylation 25 Cleavage
miR408 EL406272 Cupredoxin electron transfer activity 3 Cleavage
EL411506  Cupredoxin 3 Cleavage
miR477 LUCG01301932.1 GAIll gibberellic acid mediated signaling pathway 1 Cleavage
LUCG01025259.1 RGA2 transcriptional regulator 1 Cleavage
miR530 LUCG01462342.1 PUB34 transmembrane receptor protein serine/threonine kinase binding 35 Cleavage
miR858 EL409419 MYB Transcription factor 25 Cleavage
miR6111 LUCG01268040.1 AO0A118JTA6 protein Kinase activity 15 Cleavage
miR6113 LUCG01026540.1  Z195D10.16 zinc ion binding 15 Cleavage
miR6114 LUCG01061254.1 7195.17 Metal-binding, Zinc 2 Cleavage
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.(2006d
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