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Isolation of Pseudomonas aeruginosa HR59 lipase from burn
infection and optimization of medium by use of Box-Behnken
Design (BBD)
Hadizadeh Shirazy N.}, Ranjbar B.' and KHajeh Kh.?
'Biophysics Dept., Faculty of Biological Science, Tarbiat Modares University, Tehran, I.R. of IRAN
2 Biochemistry Dept., Faculty of Biological Science, Tarbiat Modares University, Tehran, I.R. of IRAN
Abstract

By attention to this fact that bacterial lipase has important role in different industries, in
present investigation potential of Pseudomonas aeruginosa from burn infection for
lipase secretion was studied. Optimization procedure using response surface
methodology (RSM) based on Box-Behnken Design (BBD) with four factors (Ca”" ion,
olive oil and tween-80 concentration and incubation time) was used in order to
investigate the effect of these parameters on the production of lipase from newly
isolated bacterium; Pseudomonas aeruginosa HR59. According to the results of RSM,
concentrations of Ca™, tween-80 and incubation time were very important role on
enzyme production. As a result of this optimization, maximum lipase activity was
achievable at Ca™ (3 mM), olive oil (1.5 % V/V), tween-80 (0.4 %V/V) and incubation
time (72 h).

Keywords: Optimization, lipase, Box- Behnken Design (BBD), RSM

YY)


www.sid.ir

