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Abstract. Thirty eight ecotypes of watermelon were collected from different parts of Iran. After the preparation of the
field, these eotypes were cultivated in a completely randomized block design with three replications. In order to invest-
igate genetic diversity, genomic DNA samples were extracted from leaves and Polymerase chain reactions were
optimized using 14 SRAP primer pairs. One hundred thirty six polymorphic bands were detected, of which the EM10-
Me4 was the most abundant primer pair with 19 bands and EM16-Me4 and EM16-Mel4 were the least primer pairs
with 7 bands. PIC index varied from 0.20 to 0.32 and genetic diversity was 0.17 to 0.28 on the basis of Nei index.
Fisher's Linear Detection Analysis showed that the UPGMA method and the grouping accuracy of about 90% are more
appropriate than other cluster analysis methods. Cluster analysis, using Jakard method, was performed and the ecotypes
studied were classified into five distinct groups. Based on the PCA, the first and second components included 92.5% of
the variation, which represents the proper distribution of the markers on the whole genome.
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Table 1. Characteristics of the SRAP primers used in this study.
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Table 2. The number and frequency of alleles, the percent of polymorphism, Polymorphism Information Content (PIC),
Nei's gene diversity and Shannon information index generated from molecular data in studied watermelon samples.

F3eTeb Digo kWl WL pedige b wesd
EM1-Me4 v " fAdiad
EM1-Mel4 4 " OF/00
EM6-Me14 v Y OA/NY
EM10-Me8 \Y \‘F AB/VA
EM4-Me8 10 \\ AN/YE
EM4-Me8 \F 4 VY/PA
EM10-Me4 \Y \F AO/VY
EM10-Mel4 \F 0 ar/ry
EM16-Mel0 i ¥ AY/AS
EM1-Mel0 v \. \Z
EM10-Mel0 5 4 £5/\0
EM6-Me10 A \$ NN
EM16-Me8 £ v IN7AM
EM16-Mel4 4 v AN
oSl vy \YIAS YE/ ¥

Foo PT oo & sl Ol el PIC Average GD
value
\/YE AN AL /Y0 A
VYV /Y0 - /f il VAl
\YE /Yy Vi ALt Yy
V/E NALd Wiat XY Al
\/OV Yy - /fY /Y0 oYY
VoY i - /fY /Y0 Yy
\/OF Yy A7 /Y0 Y
\/ge Nird - /¢ ALl ¥ia
V/0 i) - /fY /Y0 Yy
\/SY ¥in - /6% e YA
V/FR i A7 /Y0 i
VA /fe - /6A Al /fe
VY /Fe - /68 ¥y /)
\/FY /YA Vi Yy ALl
/0 i) - /fY /Y0 YY

- 1
.-

- -h“ﬂ“...'..“.n..-

T

. ol.“i'"n

- i
b“..n

EM6-Mel0 ST b wlsin Cabies sls w81 255 51 Jool SRAP sty o S1-1 o
Fig. 1. SRAP banding pattern generated by different watermelon ecotypes amplification using EM6-Me10 primer

—o AV Jslee ST o ol a0 JSike ol Sk
bzl 3550 gla ST o 51 Y Jads) Sl odaT s
OT 51w 5 e L V4 sl L EMI0-Med 56T
JSsa> WL VF LEM10-Mel4 s EM4-Me8 sl 5T

s EM16-Mel4 ol $5ET 5 [Sodn Ll slaw o zi
1 JKo dir Wb sliw o 2aS AL s sl LEM16-Me4
P Sl S a (PIO) ok SleMbl (gl goee . Azils
SIY gl 53 b 5 b anlllan S gla ST 51 S

o G ol 53 (PIC) Sk DLVl (gl s S

s> (Gvozadanovic-Varga et al., 2011)
.m>@¢utjv_<;3&,sjt@;w),z§z\jqus¢
S 03 37 e 55 51 Ol e Shli 5 Li 4 4 g e
o 5 LS S 5o W Al 5o s L A
VIS s S S 800a sy o L ok 4 (Kol
sl e Llazdly S0 gle Kl 48 e odalin
S g STl s ey Wb 6 S calade 6 JSCakr
YA+ ¢ sezs;5 SRAP ST AR Sl eslinal ¢ hagh ol s
5 Loy K8 A LU WP T o SIS sl Ol 1, WL


http://nbr.khu.ac.ir/article-1-3009-fa.html
WWW.SID.IR
WWW.SID.IR

Downloaded from nbr.khu.ac.ir at 15:57 IRST on Tuesday December 26th 2017

206/Y¢

Abdoli Nasab & Rahimi. Evaluation of diversity of watermelon using SRAP  SRAP i eslizal b sl siis (claes ST b5 . oy 5w ks

andllan 3 ) g Blakin Calisen ST YA (ol o3l olss s o b s UPGMA i) olil B 3 o1 8505 =Y S
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similarity coefficient
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Fig. 3. Graphic representation of 38 watermelon ecotypes’ genetic diversity, using PCA, based on 14 primer

combinations of SRAP.
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