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Abstract  

Miniopterus schreibersii is a polytypic bat species with one of the widest distribution ranges among the 
mammals. Studies on geographic variation of different populations could be effective in detecting new 
taxa at subspecies or species level and can demonstrate ecological and evolutionary mechanisms in 
speciation. DeBlase in 1980, according to morphologic studies, has categorized the different populations 
of this species into one subspecies of M. schreibersii pallidus. In this study, for investigation of 
geographic variation cytb gene of mtDNA from different populations of this bat was used. The 
phylogenetic trees and statistical parsimony haplotype network showed all Iranian samples were grouped 
in the same clade and belonged to M. s. pallidus subspecies. The Iranian population diverged from the 
Spanish, Africa, Philippines, China and Japan populations, with the mean genetic distance from 2.74%, 
11.92%, 15.13%, 13.75% and 14.88% between them. The results show that the North Africa, Philippines, 
China and Japan populations should belong to the separated species as the South of Africa, which is most 
likely to be M. natalensis. But Iranian and European populations belong to one species that should be 
considered two distinct subspecies M. s. pallidus in Iran and M. s. schreibersii in Europe. 
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