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Detection of Nepovirusesinfecting grapevine in Tehran provinces
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Abstract

Grapevine shrub (Vitisvinifera) belonged to the Vitaceae family. Diseases caused by the Nepovirusesareconsider as
one of the most important viral infectionsin the world. Nepoviruses has divided into three subgroups A, B and C
based on the nucleotide sequences of the coat protein at the 3' end of their genome. In this study, during the growing
seasons of the year 2015, a total number of 150asymptomatic and symptomatic grapevine leaf samples suspected to
viral infection were randomly collected fromTehran provinces. 80 samples in depends on their symptoms Using
with the polyclonal antibody direct ELISA serological method, samples tested for the presence of Nepoviruses that
32 samples had reaction with polyclonal antiserum. Results showed that, Nepovirusesincidence in samples collected
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from visited vineyards.Symptoms such as the line patterns, mild mosaic and vein clearing identified to be the most
common symptomsassociated withtheir infections. Under greenhouse conditions, herbaceous indicator plants
appeared symptoms specific for Nepovirusesupto two weeks after mechanical inoculations. Results showed that
Nepoviruses distributed in Tehran provinces with infection rates of 24%, respectively. RT-PCR was done to detect
and discriminate the Nepovirusesin infected grapevine samples, those that have already been positively reacted with
the Nepovirus serum in ELISA. Total-RNA was isolated from the 20 samples of infected grapevine leaf samples and
infected indicator plant leavesaccording to the published protocoland by LiCl buffer. Using with the degenerate
primers and RT-PCR a partial sequence of coat protein gene with a size about 255bpwas amplifiedfor Nepoviruses
in subgroup A in sixrepresentative samples.Results of this study showed that subgroup A of the Nepoviruses has
distributed in different grapevinesvineyards in Tehranprovinces andsubgroup B and C of the Nepoviruses has not
distributed in grapevines vineyards in thisprovince. In this study, because Nepoviruses belonging to the B and C
subgroups were not detected from the grapevine samples, it seems likely that these subgroups of Nepoviruses have
distributed lower than the Nepoviruses in subgroup A through in the surveyed vineyards. This result indicated to the
low level of recombination between different subgroups of the Nepoviruseswhich may lead to the low emergence of
new divergent species of Nepoviruses.
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