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Abstract. Intron removing with the alternative splicing process is a key step in the eukaryotic gene expression.
Systemic Elucidation of alternative splicing function and determining of the how these processes along with the
other gene expression regulation levels, controls the specific activities of cells, is a main of research fields in the
alternative splicing. Alternative splicing has a special function in the formation and regulation of the protein-
protein interactions. Transcripts of genes with multiple copies are frequently undergoing of alternative splicing, in
comparison of the genes with single copies. Also in comparison to the other nodes, Hub proteins with high
connections mostly undergoing to the alternative splicing process.
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